Fig.S1 Integrated PPI network of ACRGs. The PPI network of ACRGs was constructed based on the STRING database, with interactions having a confidence score ≥ 0.900 included in the network and visualized using Cytoscape 3.9.1. In the network, nodes represent proteins encoded by ACRGs, and edges represent high-confidence PPI from the STRING database. ACRGs: utism and chlorpyrifos-related genes; PPI network: protein-protein interaction.
