Table 2. Results of GO and KEGG enrichment analysis for ACRGs.
	Ontology
	ID
	Description
	GeneRatio
	BgRatio
	pvalue
	p.adjust

	BP
	GO:0045821
	positive regulation of glycolytic process
	3/6
	20/18800
	2.05493E-08
	2.3755E-05

	BP
	GO:0045766
	positive regulation of angiogenesis
	4/6
	183/18800
	1.2836E-07
	2.94803E-05

	BP
	GO:1904018
	positive regulation of vasculature development
	4/6
	183/18800
	1.2836E-07
	2.94803E-05

	BP
	GO:1903580
	positive regulation of ATP metabolic process
	3/6
	37/18800
	1.39775E-07
	2.94803E-05

	BP
	GO:0050679
	positive regulation of epithelial cell proliferation
	4/6
	211/18800
	2.27313E-07
	2.94803E-05


	CC
	GO:0017053
	transcription repressor complex
	2/6
	76/19594
	0.000220477
	0.001689985

	CC
	GO:0005667
	transcription regulator complex
	3/6
	483/19594
	0.000281664
	0.001689985

	CC
	GO:0090575
	RNA polymerase II transcription regulator complex
	2/6
	230/19594
	0.001994893
	0.007979573

	CC
	GO:0090571
	RNA polymerase II transcription repressor complex
	1/6
	14/19594
	0.004279921
	0.012839764

	CC
	GO:0000791
	euchromatin
	1/6
	62/19594
	0.018838235
	0.03767647

	MF
	GO:0001221
	transcription coregulator binding
	3/6
	108/18410
	3.87675E-06
	0.000135686

	MF
	GO:0005125
	cytokine activity
	3/6
	235/18410
	3.9922E-05
	0.000698634

	MF
	GO:0005126
	cytokine receptor binding
	3/6
	272/18410
	6.17294E-05
	0.000720177

	MF
	GO:0070888
	E-box binding
	2/6
	49/18410
	0.000103392
	0.000904678

	MF
	GO:0001228
	DNA-binding transcription activator activity, RNA polymerase II-specific
	3/6
	462/18410
	0.000296806
	0.001422906

	KEGG
	hsa05144
	Malaria
	3/6
	50/9393
	2.80714E-06
	0.000277907

	KEGG
	hsa05142
	Chagas disease
	3/6
	103/9393
	2.50075E-05
	0.000754044

	KEGG
	hsa05146
	Amoebiasis
	3/6
	103/9393
	2.50075E-05
	0.000754044

	KEGG
	hsa04350
	TGF-beta signaling pathway
	3/6
	110/9393
	3.04664E-05
	0.000754044

	KEGG
	hsa04630
	JAK-STAT signaling pathway
	3/6
	168/9393
	0.000108049
	0.002139361


GO: Gene Ontology; BP: Biological Process; CC: Cellular Component; MF: Molecular Function; KEGG: Kyoto Encyclopedia of Genes and Genomes. 
