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Supplementary files Fig. S1-S3


[bookmark: _Hlk67316118]Fig. S1. Sequence alignment of MADS domains of plant AP3/PI genes ordered by the developed phylogeny. Motif 9 were highlighted in red box.
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Fig. S2. Conserved sequence profiles for motif 1-10.
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Fig. S3. Identified interacting residues in MADS domain modelling. A) DNA-binding residues. B) Dimerizaiton residues. C) Protein-protein interaction residues. D) Potential tetramerization residues. Cyan & red color indicate motif 1. Red color indicates motif 9. The other residues are in yellow color. The identified residues are highlighted in each row.
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