—— KC355358 1 1 1450 Plantibacter sp_ SPE_06

_KJ589439 11 1370 _Plantibacter_flavus_ FKB3

0.83ft

0.712

0.828

0.884

~JX458406 1 1 1203 Plantibacter sp_ B6 09 49

— HM156125_1_1__ 1370 _Plantibacter_sp_ TSE8_

0.653

_EU977673_1__1___1431_Plantibacter_flavus__2P04AD_

0.947

- JX401515 11 1295 Plantibacter_flavus__ BJC15_C5_

_JQ977406_1_1__ 1446_Plantibacter_sp__Axs6_

0.404

0.925

- Plantibacter sp. H53

0.976

0.939

0.103

~JX133202_1__ 1 1390 Plantibacter_cousiniae___Ul24

_EU977671_1__1__ 1404 Plantibacter flavus__2P04AB_

0.86p

0.815

— AJ310417_1_ 1 1511_Plantibacter_flavus__ TP 297 02_
_DQ357779_1_ 1 1426 Plantibacter_ sp_ Oy A8 455 1_

_KJ474954 11 1412_Plantibacter_sp__ IARI_DL7_

_JX429027_1__1__ 1412_Plantibacter_sp__IARI_R_60_
_KM878134_1__1___1412_Plantibacter_sp__IARI_RP35_
- FJ006927 1__1__ 1418 Plantibacter_sp_ WPCB192_

0.216

0.273

0.241

_JQ977534_1__ 1 1402_Plantibacter_sp__Bca42_

- _KJ482744 11 1315 _Plantibacter_sp__ MM82Nov_
- _KJ482879 11 1279 Plantibacter_sp__TV103May_
_JN203049 11 1262_Plantibacter_sp__ St26 55

10.025

0.070

0.912

0.902

_HE662662 2 1 1563 Plantibacter sp_ S57
|- _JF798361_ 1 1 1387 Plantibacter flavus_ L9 10

|[ _HE662660 2 1 1556 Plantibacter sp_ S51
_KM035946 1 1 1428 Plantibacter sp THG _DN3 4

- EU977759 1__1__ 1421 _Plantibacter flavus__2P04PA_

_AM396918 1 1 1484 Plantibacter_sp_ NJ 81

0.917

0.495

- HF548388 1 1 1415 Plantibacter sp_ BA 39 09

_HE662693 2 1 1576 _Plantibacter_sp_ X117 _
——— _AB177868 2 1 1425 Plantibacter_auratus__ T IAM_18417_
- _KF147142_1__1__ 1411_Plantibacter_sp__R2SpM3P1C8_

—— HE716918 1 1 1483 Plantibacter_flavus_ JSM 06

'(188%61 252 1 1 1391_Plantibacter_cousiniae__9m2y
o5z _DQ339591 1 1 1436_Plantibacter_sp__ Enf69_
rJQ661224_ 11 1378 _Plantibacter_cousiniae__11m2y_
—— _AF465411_1 1 1425 Plantibacter_agrosticola_ VKM_Ac_1380_
- HQ260322 1 1 1376 _Plantibacter sp_ PDD 26b 21
10-996 - _KC790247_1__1__ 1405_Plantibacter_flavus__LY5_
—H0.106 1 0.000 0.870. -JQ661205 1 1 1379 Plantibacter _cousiniae 7m32_
0778 _HE662663 1 1 1432 Plantibacter_sp_S58
—0.718 _HG942132_1_1__ 1284 Plantibacter_sp__ TA_AM_
d 153 _lé) 10 ;)(? _HE662665 _1__ 1 1431_Plantibacter_sp__S62_
0.753 0.526 _HG942133_1_1__ 1282 Plantibacter sp_ TA HE1_
0,639 _HQ256861 1 1 1385 Plantibacter sp  PDD _32b 63
0.81[1 _JQ977297 11 1446 Plantibacter_sp__ Axs4_
- JQ661231_1__ 1 1379 Plantibacter_cousiniae__12m1y_
—— AF465410 1 1 1421 Plantibacter_cousiniae_ VKM _Ac 1787 _
_JQ977286_1 1 1430 _Plantibacter_sp__ Axb6__
r JQ661214_ 1 1 1386 _Plantibacter_cousiniae__ 11m1_
r_JQ661216_1__ 1 1383_Plantibacter_cousiniae__12m2y_
I 0.806 _HQ446854 1__1__ 1383 Plantibacter_sp__2m55y

~JQ661227_1__1__ 1387_Plantibacter_cousiniae__7m3y_

0.817 JQ661206_1__1__ 1387_Plantibacter_cousiniae__8m2y_

_JQ661230_1__1__ 1387_Plantibacter_cousiniae__10my1_

~JQ661249 11 1378_Plantibacter_cousiniae___8m4y
0.999

_KF818636_1__ 1 1425 Plantibacter_flavus__ 262XY11_

- JQ661236_1__ 1 1378_Plantibacter_cousiniae__13m1y_
_AF465409 11 1440 Plantibacter_elymi_ VKM_Ac_ 1784 _

_D45057 _1_1_ 1468 Leifsonia_aquatica T JCM 1368



