0.395

0.860

| _CP003053_1_2722529 2724048 Mycobacterium_chubuense_NBB4_
_CP003053_1_complement_3967516__ 3969035 __Mycobacterium_chubuense NBB4 __

_AF480597_1__1__ 1472 Mycobacterium_chubuense T ATCC_27278

0.790

_X81926_1_1__1317_Mycobacterium_chlorophenolicum__ NCIMB_12325T _

0.998

0.

807 _X79292 11 1466_Mycobacterium_chlorophenolicum__ T

0.97

_X79094_1_1_1532_Mycobacterium_chlorophenolicum__ PCP_I_

- FJ172305_1__ 1 1453 Mycobacterium_chlorophenolicum__ ATCC_25793

_X55596 1 1 1458 Mycobacterium_chubuense__ ATCC_ 27278 _

| _CP003169_1_4695937__4697456_Mycobacterium_rhodesiae_NBB3_

0.213

0.921

! _CP003169_1_3835339__ 3836858 Mycobacterium_rhodesiae_NBB3 _

—— _AJ429047_1_1__1485_Mycobacterium_rhodesiae__T__ DSM_44223T_

_AB649001_1__1__ 1513_Mycobacterium_rhodesiae__S32539_

0.975

_AF498650 1 1 1517_Mycobacterium_rhodesiae_ JS60

0.915
_DQ054531_1__ 1 1392_Mycobacterium_rhodesiae_ TRW_2_
_EU977810_1 1 1387_Mycobacterium_houstonense_ 2PO3UA _

0.966

0.425

~JQ886106_1__1__ 1485 Mycobacterium_iranicum__ CCUG_52297 _

0.836

- Mycobacterium iranicum H39
r _HQ009482_1__ 1__ 1450_Mycobacterium_iranicum__T___MO05

0.758

0.971

10.662

0.953

L _HQ424160_1__1__ 1449 Mycobacterium_iranicum__NLA001001296

‘[0.984

~JX483736_ 1 1 1287 Mycobacterium_iranicum__ BJC15 D27
_JQ659470_1__ 1 1423 Mycobacterium_gilvum__ L8 494
- _AB491971_1__ 1 1374 _Mycobacterium_gilvum__IPF_

_JF894169_1__1__ 1403_Mycobacterium_gilvum__YSP6_

- _AB491973_1__ 1 1306_Mycobacterium_gilvum__KTM_2_
- _AJ699170_3_ 1 1283_Mycobacterium_gilvum_Spyr1_

0281 — Fy168000 11 1385 Mycobacterium_gilvum__ 23 09

-1 0.258
- _JF894167_1__ 1 1484 Mycobacterium_gilvum__YSP1_1_

10.712

_AF544633 1_1__1461_Mycobacterium_gilvum__VMO0505_
0-405 _X55599 1 1__ 1458 Mycobacterium_gilvum__ATCC_43909

_CP000656_1_complement_3743082__3744601__ Mycobacterium_gilvum_PYR_GCK _
_DQ370009_1__ 1 1433_Mycobacterium_gilvum__czh_101_
_X81996_1_1_ 1428 Mycobacterium_gilvum__ T ATCC_43909 _

- _AY012579 3 1 1440_Mycobacterium_houstonense___Ho1as__ ATCC_49403
- _AY457067_1__ 1 1483 Mycobacterium_houstonense_ T ATCC_49403_

0.778

0.94

0.2

_AJ416910_1__ 1 1382_Mycobacterium_fortuitum_subsp__null__MB44_

- _AF480588 1 1 1456 _Mycobacterium_porcinum__ ATCC_33776_

1.00

5 _AY012580_2__1__ 1499 Mycobacterium_porcinum__W6234__ATCC_49939

_AY

_KM507906_1__ 1 1450 _Mycobacterium_fortuitum_subsp__ null__ 52

_AY012574_2__1___ 1455 Mycobacterium_porcinum__W6232__ATCC_BAA_328_

012581 2 1 1498 Mycobacterium_porcinum__ W6236_
~GU142917_1_ 1 1466_Mycobacterium_porcinum__ M228

_AY457077_1_ 1 1483 Mycobacterium_porcinum__ T CIP_105392_

|- _AY457066_1__1__1483_Mycobacterium_fortuitum__T___CIP_104534 _

o200

_FR733720_1_ 1 1505 Mycobacterium_fortuitum__ T

type_strain_ DSM44220

_JN049501 11 1342 Mycobacterium_fortuitum_subsp__ null__ FMUNAM27 _

.1 £0

_AY509249 11 1513 _Mycobacterium_fortuitum_subsp__null__SCCTB181_
_AY513242_1__1__ 1513 _Mycobacterium_fortuitum_subsp__null__SCCTB40_

_AJ536039 1 1 1457 Mycobacterium_fortuitum_subsp__fortuitum__type strain_ DSM_ 46621
_X52933 1 11450 Mycobacterium_fortuitum_subsp__null__ATCC_6841
_JX266697 1 1 1425 Mycobacterium_fortuitum_subsp null__ AFP_000SM8_

JN030979 11 1387_Mycobacterium_fortuitum_subsp__null__FLSY09_10_27F1429R_

_EF564379 11 1486_Amycolicicoccus_subflavus__ T DQS3 9A1_




