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c31b5158 Gammaproteobacteria
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ac737b5c Rhodobacteraceae
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81c19a91 Rhodobacteraceae
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448114d9 Rhodobacteraceae
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2a3fcd0a Rhodobacteraceae
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1c952656 Roseobacter clade CHAB-I-5 lineage
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b5990370 Flavobacteriaceae
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516dacbd Robiginitalea myxolifaciens
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7c01ba68 Cyclobacteriaceae
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fbdd5b5b Chitinophagales
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8ebaee31 Lewinella


