Tree scale:1 ————

GCA 030556055.1

GCA030463115.1
GCA030555835.1 Cluster |
GCA001664035.1 Cluster | Giuster 1
GCA019285895.1 L © Cluster Il
GCA 0020736551 Metschnikowia o Clusterv
GCA 0305726351 g uster
GCA030561945.1
GCA 0034016351 _

GCA030556705.1 -
GCA 030569435.1 Cluster Il s °
GCA030573015.1 P s
GCA 0305728154 Metschnikowia H
GCA030563445.1 5§
GCA030561745.1 3
GCA004217705.1 3 o ol
= oo
GCA003123635.1 Cluster Il
e anet Metschnikowia
GCA030573075.1 -
GCA030583235.1 2
GCA030579135.1
conmmsess Cluster IV
GCA008065185.1 Metschnikowia
GCA002693735.1
GCA 030582935.1 ~1oo0 50 ° 50
GCA030568795.1 Component 1 (24.9%)
GCA030674655.1
GCA030566535.1
conusose2251 Cluster vV
p
GCA 002693645, 1
GCA 002693665, 1
-~ GCAO17315405.1 e Cluster
-~ GCA024220415.1 Cluster Il
- -~ “GCA021018955.2 Cluster lll
- - - GCA 0229847851 Cluster |
- -~ “GCA021019025.2 i
- GCAS1254575.1 Candida g
- GCA030562985.1
- - - GCA003327735.1
- - - “GCA 000344705.1
GCA014049485.1 g
GCA 005890685, 1 EY
GCA041438225.1 3
GCA005890765.1 Cluster I H
GCA 005890695.1 Candida g
‘GCA 005890705.1 E o
GCA005890775.1 8 &
GCA019359905.1
GCA000026945.1
GCA016735785.1
GCA014049585.1 <
GCA000315875.1 Cluster IIl ¥
GCA026650225.1 i
nal
GCA 017656625.1 Candida
GCA947670415.1
GCA030569255.1 2
Cluster IV 2
F567 ;
F518 Candida 40 20 o 20 W
= -~ GCA015251385.1
- -~ -GCA 0049176151 Component 1 (24.2%)
Cluster |
Cluster |  Cluster I
A basidi
8 .
.
g
H
= .
g
8
.
o .
Cluster Il
Aureobasidium
%0 20 -10 0 10 20 3
Component 1 (27.9%)
Cluster |
Rhodotorula
2 Cluster |
Cluster Il
Cluster Il
H
Cluster Il 3
Rhodotorula 8 v
F224
GCAD15501985.1
cnoramzeoest Cluster Il
GoAw2z617625.1 Rhodotorula €
GCA030867695.1 o ™ o 2 w©

GCA028828615.1
GCA029873615.1 Component 1 (24.2%)
GCA036244875.1



