
WP 096847533.1-cobaltochelatase-CobT-related-protein-Escherichia-coli
EER5249806.1-cobalamin-biosynthesis-protein-CobT-Escherichia-coli
EQB7504580.1-cobaltochelatase-CobT-related-protein-Escherichia-coli
HBB3821563.1-cobalamin-biosynthesis-protein-CobT-Escherichia-coli
WP 264115974.1-cobaltochelatase-CobT-related-protein-Escherichia-coli
HGY6166468.1-cobalamin-biosynthesis-protein-CobT-Escherichia-coli
EFB9262009.1-cobalamin-biosynthesis-protein-CobT-Escherichia-coli
WP 061092973.1-cobaltochelatase-CobT-related-protein-Escherichia-coli
WP 338385965.1-cobaltochelatase-CobT-related-protein-Escherichia-coli
contig 419-cat 2 2142 4250 +|cobT
WP 152921766.1-cobaltochelatase-CobT-related-protein-Escherichia-coli
WP 419663855.1-cobaltochelatase-CobT-related-protein-Desulfosarcina-variabilis
WP 302114074.1-cobaltochelatase-subunit-CobT-Asticcacaulis-sp.-ZE23SCel15
WP 267527124.1-cobaltochelatase-subunit-CobT-Asticcacaulis-sp.-SL142
WP 189488926.1-cobaltochelatase-subunit-CobT-Asticcacaulis-endophyticus
MDP1632405.1-cobaltochelatase-subunit-CobT-Caulobacter-sp.
WP 265569786.1-cobaltochelatase-subunit-CobT-Sphingomicrobium-nitratireducens
MHA1938054.1-cobaltochelatase-CobT-related-protein-Candidatus-Thorarchaeota-archaeon
WP 476331414.1-cobaltochelatase-CobT-related-protein-Xanthobacter-sp.-DMC47
contig 7780-cat 2 18150 20066 +|cobT
TRZ52436.1-MAG
MBD3388156.1-hypothetical-protein-Candidatus-Altarchaeales-archaeon
MEE1256265.1-hypothetical-protein-Lachnospiraceae-bacterium
MCI9096212.1-hypothetical-protein-Lachnospiraceae-bacterium
WP 026667652.1-hypothetical-protein-Butyrivibrio-sp.-AE2005
contig 3858-cat 2 4373 6616 +|cobT
MDE6626802.1-VWA-domain-containing-protein-Lachnospiraceae-bacterium
contig 8853-cat 2 8803 10848 +|cobT
MBQ2923183.1-nitric-oxide-reductase-activation-protein-NorD-Tyzzerella-sp.
contig 4011-cat 2 758 2860 +|cobT
MBR6638519.1-hypothetical-protein-Lachnospiraceae-bacterium
MBQ7706782.1-nitric-oxide-reductase-activation-protein-NorD-Lachnospiraceae-bacterium
MCR4693626.1-nitric-oxide-reductase-activation-protein-NorD-Bacillota-bacterium
WP 226393331.1-vWA-domain-containing-protein-Ructibacterium-gallinarum
MBR0277907.1-nitric-oxide-reductase-activation-protein-NorD-Clostridia-bacterium
MCM1305270.1-nitric-oxide-reductase-activation-protein-NorD-Butyrivibrio-sp.
MCM1188547.1-nitric-oxide-reductase-activation-protein-NorD-bacterium
MDE6603442.1-nitric-oxide-reductase-activation-protein-NorD-Lachnospiraceae-bacterium
MHR0743341.1-cobaltochelatase-CobT-related-protein-Acetatifactor-sp.
WP 295341580.1-cobaltochelatase-CobT-related-protein-uncultured-Subdoligranulum-sp.
MFR7509651.1-cobaltochelatase-CobT-related-protein-Blautia-wexlerae
WP 201311764.1-nitric-oxide-reductase-activation-protein-NorD-Anaerostipes-butyraticus
MFR3530201.1-cobaltochelatase-CobT-related-protein-Lachnospiraceae-bacterium
EOS64492.1-hypothetical-protein-C814 00382-Anaerotruncus-sp.-G3
WP 022788218.1-cobaltochelatase-CobT-related-protein-Anaerotruncus-sp.-G3
MCI9539106.1-nitric-oxide-reductase-activation-protein-NorD-Eubacterium-sp.
WP 171286827.1-vWA-domain-containing-protein-Blautia-pseudococcoides
WP 066733204.1-vWA-domain-containing-protein-Bariatricus-massiliensis
WP 122643980.1-MULTISPECIES
WP 103731135.1-MULTISPECIES
WP 125127287.1-nitric-oxide-reductase-activation-protein-NorD-Schaedlerella-arabinosiphila
WP 226896882.1-vWA-domain-containing-protein-Longicatena-caecimuris
WP 455683972.1-vWA-domain-containing-protein-Thomasclavelia-sp.
QUO35450.1-nitric-oxide-reductase-activation-protein-NorD-Clostridiaceae-bacterium-Marseille-Q4149
HIV8291186.1-vWA-domain-containing-protein-Eubacterium-siraeum
HIQ0938236.1-nitric-oxide-reductase-activation-protein-NorD-Vescimonas-sp.
MEE0365803.1-nitric-oxide-reductase-activation-protein-NorD-Oscillospiraceae-bacterium
contig 3537-cat 1 5771 8065 -|cobT
MFQ9419874.1-cobaltochelatase-CobT-related-protein-Clostridium-leptum
HIZ56726.1-nitric-oxide-reductase-activation-protein-NorD-Bacillota-bacterium
MGM9602450.1-VWA-domain-containing-protein-Faecousia-sp.
BDF58747.1-hypothetical-protein-CE91St36 15640-Christensenellaceae-bacterium
MBS4887536.1-VWA-domain-containing-protein-Clostridiales-bacterium
HIT8868836.1-vWA-domain-containing-protein-Clostridium-symbiosum
MBQ5867401.1-VWA-domain-containing-protein-Oscillospiraceae-bacterium

Tree scale: 1

Fig S1. Maximum-likelihood phylogenetic tree of CobT proteins 
encoded by phage genomes and their closest reference homologs.


