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MCI035212.1-hypotheticalprotein-Lachnospiraceae-bacterium
MEE1256265,1-hypothetical-protein-Lachnospiraceae-bacterium

WP 476331414,

MHA1938054,
WP 265569765,

MDP1632405 1-cobaltochelatase-subuni-CobT-Caulobacter-sp.
WP 180488926, 1-cobaltochelatase-subunit-CobT-Asticcacaulis-endophyticus
142

WP 302114074

WP 419653855,

WP 152921766, 1-cobaltochelatase-CobT-relatec- protein-Escherichia-coli
contig 419-cat 2 2142 4250 +jcob

HGY6166468.1-cobalamin-biosynthesis-protein-CobT-Escherichia-col
WP 264115974.1-cobaltochelatase-CobT-relatedt-protein-Escherichia-col

EQB7504580.1-cobaltochelatase-CobT-related-protein-Escherichia-coll

Fig S1. Maximume-likelihood phylogenetic tree of CobT proteins
encoded by phage genomes and their closest reference homologs.



