
MDU6442316.1-hypothetical-protein-Pantoea-sp.
WP 316716591.1-glycoside-hydrolase-family-protein-Pantoea-sp.
WP 340142192.1-family-43-glycosylhydrolase-Ectopseudomonas-mendocina
WP 146498877.1-family-43-glycosylhydrolase-Planomicrobium-sp.-CPCC-101110
MBQ9012864.1-family-43-glycosylhydrolase-Bacilli-bacterium
MFR6659558.1-family-43-glycosylhydrolase-Clostridia-bacterium
MDD7622621.1-family-43-glycosylhydrolase-Bacilli-bacterium
WP 490481817.1-family-43-glycosylhydrolase-Carnobacterium-maltaromaticum
WP 415942674.1-family-43-glycosylhydrolase-Mitsuokella-multacida
WP 337475305.1-family-43-glycosylhydrolase-Mitsuokella-jalaludinii
WP 337520662.1-family-43-glycosylhydrolase-Mitsuokella-jalaludinii
contig 584-cat 1 2647 4122 -|GH43
WP 114299023.1-family-43-glycosylhydrolase-Anaerobacterium-chartisolvens
WP 020813685.1-family-43-glycosylhydrolase-Ruminiclostridium-papyrosolvens
WP 441756322.1-glycoside-hydrolase-family-43-protein-Fundicoccus-sp.-Sow4 H7
WP 083512074.1-glycoside-hydrolase-family-43-protein-Amphibacillus-sediminis
MEW6234917.1-glycoside-hydrolase-family-43-protein-Candidatus-Omnitrophota-bacterium
HEY7184593.1-pectate-lyase-Blastocatellia-bacterium
MBO0727096.1-family-43-glycosylhydrolase-Blastocatellia-bacterium
HZF41500.1-pectate-lyase-Blastocatellia-bacterium
MHH8802111.1-pectate-lyase-Blastocatellia-bacterium
MGH9848432.1-pectate-lyase-Blastocatellia-bacterium
WP 072999989.1-glycoside-hydrolase-family-43-protein-Mariniphaga-anaerophila
MCB0689245.1-glycoside-hydrolase-family-43-protein-Saprospiraceae-bacterium
MCX6145583.1-glycoside-hydrolase-family-43-protein-Ignavibacteriales-bacterium
MDI9545568.1-glycoside-hydrolase-family-43-protein-Bacteroidota-bacterium
HOF93055.1-glycoside-hydrolase-family-43-protein-Bacteroidales-bacterium
HQB69988.1-glycoside-hydrolase-family-43-protein-Bacteroidales-bacterium
HPN47312.1-glycoside-hydrolase-family-43-protein-Bacteroidales-bacterium
HXU76975.1-glycoside-hydrolase-family-43-protein-Candidatus-Methylomirabilota-bacterium
HMC76960.1-family-43-glycosylhydrolase-Vicinamibacterales-bacterium
MDD4637780.1-glycoside-hydrolase-family-43-protein-Bacteroidales-bacterium
MDD4822346.1-glycoside-hydrolase-family-43-protein-Bacteroidales-bacterium
WP 146527369.1-family-43-glycosylhydrolase-Novipirellula-artificiosorum
MBD5334712.1-glycoside-hydrolase-family-43-protein-Bacteroides-sp.
WP 300113864.1-glycoside-hydrolase-family-43-protein-Duncaniella-sp.
WP 369821308.1-MGH1-like-glycoside-hydrolase-domain-containing-protein-Prevotella-sp.-tf2-5
HEY6505372.1-glycoside-hydrolase-family-43-protein-Chitinophagaceae-bacterium
MCW3093756.1-family-43-glycosylhydrolase-Ferruginibacter-sp.
WP 218155056.1-glycoside-hydrolase-family-43-protein-Pedobacter-insulae
WP 255366836.1-glycoside-hydrolase-family-43-protein-Mucilaginibacter-sp.-OK268
WP 370997026.1-MULTISPECIES
SEN63664.1-Glycosyl-hydrolases-family-43-Mucilaginibacter-gossypiicola
WP 244280969.1-glycoside-hydrolase-family-43-protein-Mucilaginibacter-gossypiicola
WP 274989814.1-glycoside-hydrolase-family-43-protein-Mucilaginibacter-sp.-SJ
WP 426581164.1-glycoside-hydrolase-family-43-protein-Mucilaginibacter-sp.-R-33
WP 256337336.1-MULTISPECIES
WP 229701601.1-glycoside-hydrolase-family-43-protein-Mucilaginibacter-rubeus
WP 354486642.1-glycoside-hydrolase-family-43-protein-Mucilaginibacter-rubeus
WP 429263273.1-glycoside-hydrolase-family-43-protein-Mucilaginibacter-sp.-3215
WP 176622981.1-glycoside-hydrolase-family-43-protein-Mucilaginibacter-sp.-SG538B

Tree scale: 1

Fig S2. Maximum-likelihood phylogenetic tree of GH-43 proteins encoded by 
phage genomes and their closest reference homologs.


