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NBK98142.1-rubrerythrin-family-protein-Erysipelotrichia-bacterium
HHY41098.1-rubrerythrin-family-protein-Syntrophaceticus-sp.
MFY9139409.1-rubrerythrin-family-protein-Tt liace
MDD2556481.1-rubrerythrin-family-protein-Syntropt i p.
HHV35236.1-rubrerythrin-family-protein-Sy -
HHY29413.1-rubrerythrin-family-protein-Syntrophaceticus-sp.
MDD2361093.1-rubrerythrin-family-protein-Syntropt { hinkii
MBR2996848.1-rubrerythrin-family-protein-Candidatus-Saccharimonadota-bacterium
MBR3323485.1-rubrerythrin-family-protein-Candidatus-Saccharimonadota-bacterium
MBQ6394442.1-rubrerythrin-family-protein-Candidatus-Saccharimonadota-bacterium

contig 4018-cat 2 4430 4975 -|Rubrerythrin
MHJ9096616.1-XkdF-like-putative-serine-protease-domain-containing-protein-Chloroflexota-bacterium
RLF98545.1-MAG

NMC35374.1-hypothetical-protein-Veillonellaceae-bacterium

contig 2394-cat 1 4859 5467 -|Rubrerythrin
MFA5409199.1-XkdF-like-putative-serine-protease-domain-containing-protein-Bacilli-bacterium
MFA5408579.1-XkdF-like-putative-serine-protease-domain-containing-protein-Bacilli-bacterium
HHY37195.1-hypothetical-protein-Bacillota-bacterium
MCB5255652.1-ChaB-family-protein-Candidatus-Cloacimonadota-bacterium

WP 474549534.1-XkdF-like-putative-serine-protease-domain-containing-protein
MDH7596876.1-XkdF-like-putative-serine-protease-domain-containing-protein-Methanothrix-sp.
MCX8207694.1-XkdF-like-putative-serine-protease-domain-containing-protein-Methanothrix-sp.

Fig S3. Maximume-likelihood phylogenetic tree of Rubrerythrin proteins encoded by phage genomes and their closest reference homologs.



