
WP 433406977.1-formate-C-acetyltransferase-Caproicibacterium-lactatifermentans
WP 404352373.1-formate-C-acetyltransferase-Caproicibacterium-sp.-XB2
MDD3229716.1-formate-C-acetyltransferase-Oscillospiraceae-bacterium
WP 086036724.1-MULTISPECIES
MDD4806967.1-formate-C-acetyltransferase-Oscillospiraceae-bacterium
MBE6721003.1-formate-C-acetyltransferase-Oscillospiraceae-bacterium
WP 212507080.1-formate-C-acetyltransferase-Caproicibacterium-amylolyticum
WP 193499990.1-formate-C-acetyltransferase-Gemmiger-gallinarum
HJD20630.1-formate-C-acetyltransferase-Candidatus-Gemmiger-faecigallinarum
MCI2161027.1-formate-C-acetyltransferase-Oscillospiraceae-bacterium
MCI1951994.1-formate-C-acetyltransferase-Clostridiales-bacterium
MEE8706595.1-formate-C-acetyltransferase-Oscillospiraceae-bacterium
WP 452104115.1-formate-C-acetyltransferase-Caproicibacterium-sp.-NSD3
WP 266162796.1-formate-C-acetyltransferase-Caproicibacterium-sp.-BJN0003
MGN0564278.1-formate-C-acetyltransferase-Candidatus-Heritagella-sp.
MDD7482985.1-formate-C-acetyltransferase-Clostridia-bacterium
MDY5559621.1-formate-C-acetyltransferase-Candidatus-Heritagella-sp.
MFR7477777.1-formate-C-acetyltransferase-Acutalibacteraceae-bacterium
MBP3391167.1-formate-C-acetyltransferase-Clostridia-bacterium
MBR5501320.1-formate-C-acetyltransferase-Clostridia-bacterium
MBR5280841.1-formate-C-acetyltransferase-Clostridia-bacterium
MDD6263271.1-formate-C-acetyltransferase-Clostridiales-bacterium
MBQ2941284.1-formate-C-acetyltransferase-Clostridia-bacterium
MBQ4528087.1-formate-C-acetyltransferase-Clostridia-bacterium
MBQ4630495.1-formate-C-acetyltransferase-Clostridia-bacterium
MBE7049380.1-formate-C-acetyltransferase-Oscillospiraceae-bacterium
MDY3800783.1-formate-C-acetyltransferase-Bacilli-bacterium
MCI5522037.1-formate-C-acetyltransferase-Mycoplasmatota-bacterium
MDD6388157.1-formate-C-acetyltransferase-Bacilli-bacterium
MBR6113455.1-formate-C-acetyltransferase-Bacilli-bacterium
MDD2377616.1-formate-C-acetyltransferase-Bacilli-bacterium
contig 3692-cat 1 50063 52252 -|PFL
WP 074365725.1-formate-C-acetyltransferase-Clostridium-sp.-N3C
NLZ48043.1-formate-C-acetyltransferase-Clostridiales-bacterium
NLM34352.1-formate-C-acetyltransferase-Clostridiales-bacterium
WP 069680218.1-formate-C-acetyltransferase-Clostridium-taeniosporum
MGL4991277.1-formate-C-acetyltransferase-Sarcina-sp.
WP 244834874.1-formate-C-acetyltransferase-Clostridium-sp.-BJN0001
CAQ5977010.1-Formate-acetyltransferase-1-Bacillota-bacterium
CAQ6343484.1-Formate-acetyltransferase-1-Bacillota-bacterium
CAP8057372.1-Formate-acetyltransferase-1-Bacillota-bacterium
CAQ7637266.1-Formate-acetyltransferase-1-Bacillota-bacterium
CAQ4514780.1-Formate-acetyltransferase-1-Bacillota-bacterium
WP 412598282.1-formate-C-acetyltransferase-Frisingicoccus-sp.
MDD6984021.1-formate-C-acetyltransferase-Clostridia-bacterium
MFR8079526.1-formate-C-acetyltransferase-Christensenellales-bacterium
HIV7590032.1-formate-C-acetyltransferase-Christensenellales-bacterium
MBS5517699.1-formate-C-acetyltransferase-Clostridiales-bacterium
MBS6942375.1-formate-C-acetyltransferase-Clostridiales-bacterium
MFR4251017.1-formate-C-acetyltransferase-Christensenellales-bacterium
HIW01797.1-formate-C-acetyltransferase-Candidatus-Protoclostridium-stercorigallinarum

Tree scale: 0.1

Fig S4. Maximum-likelihood phylogenetic tree of PFL proteins encoded by 
phage genomes and their closest reference homologs.


