
contig 311-cat 2 2513 3124 +|PFL activating
WP 122350436.1-MULTISPECIES
WP 195375448.1-radical-SAM-protein-Parabacteroides-leei
WP 074636753.1-MULTISPECIES
MBR2016677.1-radical-SAM-protein-Prevotella-sp.
MEE1081934.1-radical-SAM-protein-Bacteroidales-bacterium
WP 229533010.1-MULTISPECIES
MCQ2327653.1-radical-SAM-protein-Bacteroidales-bacterium
MGN0048434.1-radical-SAM-protein-Bacteroides-sp.
MDY3965082.1-radical-SAM-protein-Prevotella-sp.
WP 094398694.1-radical-SAM-protein-Prevotella-sp.-P3-122
MHD6827504.1-anaerobic-ribonucleoside-triphosphate-reductase-activating-protein-Thermodesulfobacteriota-bacterium
MHD7748099.1-anaerobic-ribonucleoside-triphosphate-reductase-activating-protein-Thermodesulfobacteriota-bacterium
MHE7741226.1-anaerobic-ribonucleoside-triphosphate-reductase-activating-protein-Thermodesulfobacteriota-bacterium
MHU4368519.1-Radical-SAM-core-domain-containing-protein-Desulfatiglandales-bacterium
MBW1702425.1-anaerobic-ribonucleoside-triphosphate-reductase-activating-protein-Deltaproteobacteria-bacterium
MBW1944606.1-anaerobic-ribonucleoside-triphosphate-reductase-activating-protein-Deltaproteobacteria-bacterium
MDD3079896.1-anaerobic-ribonucleoside-triphosphate-reductase-activating-protein-Paludibacter-sp.
MCD4833379.1-anaerobic-ribonucleoside-triphosphate-reductase-activating-protein-Bacteroidales-bacterium
contig 6915-cat 2 4142 4807 +|PFL activating
MDD8057098.1-anaerobic-ribonucleoside-triphosphate-reductase-activating-protein-Thomasclavelia-ramosa
MEK9157544.1-anaerobic-ribonucleoside-triphosphate-reductase-activating-protein-Patescibacteria-group-bacterium
contig 2999-cat 2 4376 4954 +|PFL activating
WP 270625998.1-anaerobic-ribonucleoside-triphosphate-reductase-activating-protein-Varibaculum-timonense
WP 302968268.1-anaerobic-ribonucleoside-triphosphate-reductase-activating-protein-uncultured-Varibaculum-sp.
WP 251452048.1-anaerobic-ribonucleoside-triphosphate-reductase-activating-protein-Varibaculum-prostatecancerukia
WP 288815764.1-anaerobic-ribonucleoside-triphosphate-reductase-activating-protein-uncultured-Varibaculum-sp.
WP 257994884.1-anaerobic-ribonucleoside-triphosphate-reductase-activating-protein-Varibaculum-cambriense
PMB91134.1-anaerobic-ribonucleoside-triphosphate-reductase-activating-protein-Varibaculum-cambriense
WP 288292273.1-anaerobic-ribonucleoside-triphosphate-reductase-activating-protein-uncultured-Varibaculum-sp.
MBS6620160.1-anaerobic-ribonucleoside-triphosphate-reductase-activating-protein-Varibaculum-cambriense
WP 278620142.1-anaerobic-ribonucleoside-triphosphate-reductase-activating-protein-Varibaculum-cambriense
WP 278866808.1-anaerobic-ribonucleoside-triphosphate-reductase-activating-protein-Varibaculum-cambriense

Tree scale: 1

Fig S5. Maximum-likelihood phylogenetic tree of PFL Activating proteins 
encoded by phage genomes and their closest reference homologs.


