
MBR4545637.1-S-ribosylhomocysteine-lyase-Oscillibacter-sp.
MBQ9521959.1-S-ribosylhomocysteine-lyase-Oscillospiraceae-bacterium
MBQ6985711.1-S-ribosylhomocysteine-lyase-Oscillibacter-sp.
MBQ7681182.1-S-ribosylhomocysteine-lyase-Oscillibacter-sp.
MBR4210844.1-S-ribosylhomocysteine-lyase-Oscillibacter-sp.
MBQ9492745.1-S-ribosylhomocysteine-lyase-Oscillibacter-sp.
MBQ6207092.1-S-ribosylhomocysteine-lyase-Oscillospiraceae-bacterium
MBR3570490.1-S-ribosylhomocysteine-lyase-Oscillibacter-sp.
HIQ0494985.1-S-ribosylhomocysteine-lyase-Candidatus-Oscillibacter-excrementavium
WP 308527853.1-S-ribosylhomocysteine-lyase-uncultured-Oscillibacter-sp.
HJB12747.1-S-ribosylhomocysteine-lyase-Candidatus-Oscillibacter-excrementigallinarum
WP 235228640.1-S-ribosylhomocysteine-lyase-Oscillibacter-valericigenes
WP 326160594.1-S-ribosylhomocysteine-lyase-Oscillibacter-sp.
WP 417044113.1-S-ribosylhomocysteine-lyase-Dysosmobacter-sp.
MHR0803600.1-S-ribosylhomocysteine-lyase-Oscillibacter-sp.
MCI8573236.1-S-ribosylhomocysteine-lyase-Oscillibacter-sp.
MCI8847867.1-S-ribosylhomocysteine-lyase-Oscillibacter-sp.
WP 027703203.1-S-ribosylhomocysteine-lyase-Metaclostridioides-mangenotii
WP 024621603.1-S-ribosylhomocysteine-lyase-Metaclostridioides-mangenotii
MDR0880581.1-S-ribosylhomocysteine-lyase-Clostridioides-sp.
MGN0472106.1-S-ribosylhomocysteine-lyase-Lachnospiraceae-bacterium
MGN1092294.1-S-ribosylhomocysteine-lyase-Monoglobaceae-bacterium
contig 3731-cat 1 25547 26008 +|LuxS
DAW53538.1-MAG-TPA
MBR2481597.1-S-ribosylhomocysteine-lyase-Oscillospiraceae-bacterium
MBR2483636.1-S-ribosylhomocysteine-lyase-Oscillospiraceae-bacterium
MBR6677965.1-S-ribosylhomocysteine-lyase-Oscillospiraceae-bacterium
WP 484430001.1-S-ribosylhomocysteine-lyase-Vescimonas-sp.
MBS5047132.1-S-ribosylhomocysteine-lyase-Bacillota-bacterium
MEI3124018.1-S-ribosylhomocysteine-lyase-Oscillospiraceae-bacterium
MBQ6249584.1-S-ribosylhomocysteine-lyase-Oscillospiraceae-bacterium
MBQ6116663.1-S-ribosylhomocysteine-lyase-Oscillospiraceae-bacterium
MBQ1675308.1-S-ribosylhomocysteine-lyase-Oscillospiraceae-bacterium
MBQ2062150.1-S-ribosylhomocysteine-lyase-Oscillospiraceae-bacterium
MCI6226234.1-S-ribosylhomocysteine-lyase-Clostridiales-bacterium
MFR6394373.1-S-ribosylhomocysteine-lyase-Oscillospiraceae-bacterium
WP 022136309.1-S-ribosylhomocysteine-lyase-Vescimonas-sp.
MBS6457887.1-S-ribosylhomocysteine-lyase-Bacillota-bacterium
MBD9226511.1-S-ribosylhomocysteine-lyase-Clostridiales-bacterium
WP 337591755.1-S-ribosylhomocysteine-lyase-Vescimonas-sp.
WP 212821747.1-S-ribosylhomocysteine-lyase-Vescimonas-fastidiosa
WP 337594450.1-S-ribosylhomocysteine-lyase-Vescimonas-sp.
HIR0043647.1-S-ribosylhomocysteine-lyase-Vescimonas-fastidiosa
HIT1318386.1-S-ribosylhomocysteine-lyase-Vescimonas-sp.
HCO51318.1-S-ribosylhomocysteine-lyase-Oscillibacter-sp.
MBS1337048.1-S-ribosylhomocysteine-lyase-Oscillospiraceae-bacterium
MBD9139236.1-S-ribosylhomocysteine-lyase-Clostridiales-bacterium
HIQ2428446.1-S-ribosylhomocysteine-lyase-Vescimonas-sp.
MBS6310416.1-S-ribosylhomocysteine-lyase-Bacillota-bacterium
HIP9980333.1-S-ribosylhomocysteine-lyase-Vescimonas-sp.
HIV8243700.1-S-ribosylhomocysteine-lyase-Vescimonas-sp.

Tree scale: 1

Fig S6. Maximum-likelihood phylogenetic tree of LuxS proteins 
encoded by phage genomes and their closest reference homologs.


