Structure and function of the peatland prokaryotic microbiome
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Supplementary Fig. 1. Principal coordinates analysis (PCoA) plots of (A)
taxonomic and (B) functional beta diversity based on the Jaccard
(presence/absence) distance metric. Values on the axes represent the percent
variations explained. PERMANOVA statistics are provided on the plots. PT, peatland
type; TP, tropical peatland.



A, B, c440'8 fe) )
£ £ £ § 8" o3
i 6 T &
< 3.0- 301 2 50/ 8— 2 © of
2 2 2 10) [ 0]
°8 | o8 ° 5 o
7] 0 8 7] 7] 4
o o o
‘€ 2.0 ‘€ 2.0+ ‘€ 2.0+
2010 % 8 3 £2018 8 °©
s s o s °
K o © K o k| o
(e} (e] (@]
1.04 p=0.06, p=0.56 o 1.04 O p=-0.02, p=0.84 1.040 p=-0.13,p=0.19
025 050 075 100 1.5 0 1000 2000 3000 2000 4000 6000
Net primary productivity (kgC/m2/year) Elevation (m) Distance from the equator (km)

404 %¢g

g
880§ $ i

>
o
L

w
(0@ CKﬂDOIrZD @>»00
.

4019 8
® 8%
g o8

D E F
4 2 14 o
2 2 2 g
£ 3.0 Q g 307 O g . °
E % g B ° &
@ @ @
5 & 5 g 0°0 ® 7l 5 o go o
L o L o Q o
§2.0- o) (] 8 gzo- 1) (9 gzo- 1) &
g °© g | o° g ° °
O ) o
1.04 p=0.02, p=0.87 o 104 p=-0.03,p=0.78 o 1.0{0p=-0.07, p=0.46
0 10 20 1000 2000 3000 0 500 1000
Mean annual temperature (°C) Mean annual precipitation (mm) Temperature seasonality
G- g o o 0 H, |
z OO@ 29 @ z z
o A & [
05888 o8¢ £
3018 Qo (@) ca <
g | ¥o0 O o é 2 g
B od g o :
2 le o 6| » 5
<] G ] Q
£2” 8 o 8 °§ :
[ = c c
o o o o
g °. ° g . g
1.0 o p=0.04, p=0.7 1.040 p=0.33, p=0.0018 p=-0.59, p=1.6e-11
25 50 75 100 3 4 5 6 7 0 50 100 150 200
Precipitation seasonality (%) pH Depth (cm)

PT © Bog O Fen O TP

Supplementary Fig. 2. Spearman’s correlations between taxonomic alpha
diversity and continuous variables. Grey areas around the regression lines
represent regions of 95% confidence interval. Panel H was based on a subset with
available pH data (n = 88). PT, peatland type; TP, tropical peatland.



A g B s § C.e 2
2 2 g o
2,510 RO g 8 & 2 g go o
37510 o 575 5 7.5
E 8o o E .- E s
o o o
= c c
& 8 & % &
572 3 ® o &721 o 5721 o 1)
® (@] ® (@] © (@)
c c c
£ 8 % e} 2 o@ 2 @ g
2 7.01 o 270 o 27.04 o
3 3 b=}
w w w
p =0.32, p=0.00057 p =-0.25, p=0.0094 p=-0.41, p=8.8e-06
025 0.50 0.75 1.00 1.25 0 1000 2000 3000 0 2000 4000 6000
Net primary productivity (kgC/m?2/year) Elevation (m) Distance from the equator (km)
D E 784 g F 7.84 g
3 3 o | % |o
o [ [
27 £751 9 Bo 8 £ 751 Q©
c c o c
o o o
g 1S 8 £ 8
© © ©
5 5 721 6@ o &721 ¢ (%
S T o w o
g g 8 8 o | E 8 8
B 870+ 1) 870 o)
=] 3 >
w w w
p=0.2,p=0.033 p=0.21, p=0.032 p=-0.12, p=0.21
0 10 20 1000 2000 3000 0 500 1000
Mean annual temperature (°C) Mean annual precipitation (mm) Temperature seasonality
G7.8- H7.8- 06())0 ! 748-§
O
2 o 3 o g |20
[ [ o [ o
2 7.54 3 g © § 37548 8 @OB S0) ® O 2754 0o O o
5 § O———-—%%ﬁg:"g'g—— § ¢
(s} o (s}
,..8 ; T k8 | :
© © ©
57219 o ° 8| 57210 o 00 572 £® od
< o ! o o S
5 8 5 e I | 8% ¢
5 () = o = o (@]
27040 2704 o 8707 © [e}
3 3 =]
w w w
p=0.06, p=0.52 p=0.06, p=0.59 p=-0.47, p=1.9e-07
25 50 75 100 3 4 5 6 7 0 50 100 150 200
Precipitation seasonality (%) pH Depth (cm)

PT © Bog O Fen O TP
Supplementary Fig. 3. Spearman’s correlations between functional alpha
diversity and continuous variables. Grey areas around the regression lines
represent regions of 95% confidence interval. Panel H was based on a subset with
available pH data (n = 88). PT, peatland type; TP, tropical peatland.
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Supplementary Fig. 4. Latitudinal diversity gradient analysis in taxa and
function. Spearman’s correlations between distance from the equator and (A) the
number of species-level genome bins (SGBs) and (B) the number of KEGG
orthologs (KOs). Grey areas around the regression lines represent regions of 95%
confidence interval. PT, peatland type; TP, tropical peatland.
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Supplementary Fig. 5. Taxonomic composition of the peatland microbiome
aggregated by peatland type and depth. Stacked bar plots of the top 15 most
abundant microbial (A) phyla and (B) families across depth in each peatland type.
Also included in each facet is a bar representing the averaged values across all

metagenomes from a particular peatland type. TP, tropical peatland.
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Supplementary Fig. 6. Taxonomic composition of methanogens and

methanotrophs. Stacked bar plots of (A) methanogenic classes and (B)

methanotrophs across the 109 metagenomes. Metagenomes are annotated

according to the peatland type (PT) and sampling depth. TP, tropical peatland.



