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Table S1. Results of the MLST analysis for E. coli strains with new STs.a

	Strain 
ID
	PG
	
	MLST alleles

	
	
	
	adk
	fumC
	gyrB
	icd
	mdh
	purA
	recA

	70
	B1
	
	6
	6
	5
	26
	9
	13
	370

	104
	B1
	
	6
	19
	57
	157
	9
	13
	6

	144
	E
	
	694
	90
	640
	140
	27
	449
	2

	152
	E
	
	694
	90
	640
	140
	27
	449
	2

	158
	A
	
	136
	11
	4
	12
	8
	18
	2

	160
	A
	
	10
	11
	4
	117
	8
	8
	2

	164
	A
	
	6
	8
	585
	159
	9
	23
	7


aThe ST were not assigned numerical designations by the E. coli MLST database (http://mlst.warwick.ac.uk/mlst/dbs/Ecoli).
MLST, multilocus sequence type; PG, phylogenetic group; ST, sequence type.
