
 

 

 

 

 

 

 

 

 

Figure S1. Representative total RNA extracted from gonadal tissues of ricefield eels at stages 

of female (F), early intersex (EI), mid-intersex (MI), and late intersex (LI).  

 

 

 



 

Figure S2. Gene ontology classifications of DEGs in the transcriptome data of ricefield eel 

gonads during sex change. A: EI vs. F. B: MI vs. EI. C: LI vs MI. X-axis shows the GO term. 

Y-axis shows the number of DEGs.  F: female; EI: early intersex; MI: mid-intersex; LI: late 

intersex. 


