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Additional file 5: Table S4. Genetic diversity within Cross River and Ebonyi States Capsicum annuum species accessions using start codon targeted markers

	Marker
	NPL
	PPL
	 Ne
	H
	I 

	SCoT13


	13
	95.73
	1.8026(0.3338)


	0.4160(0.1701)


	0.5831(0.2376)



	SCoT28


	13
	95.73
	1.4945(0.2817)


	0.3046(0.1522)


	0.4603(0.2148)



	SCoT20


	13
	95.73
	1.6538(0.3503)


	0.3615(0.1743)


	0.5223(0.2393)



	SCoT24


	12
	80.00
	1.7575(0.3953)


	0.3887(0.2017)


	0.5431(0.2815)



	SCoT16


	13
	95.73
	1.4149(0.2594)


	0.2702(0.1379)


	0.4218(0.1962)




Standard deviations are in parentheses, NPL=number of polymorphic loci, PPL=percentage polymorphic loci, Ne = Effective number of alleles, H = Nei's gene diversity, I = Shannon's Information index 

