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Supplementary Table S1. The primer sequences for qPCR in this study.

	Gene
	Primer sequence (5-3’)

	INMT
	F: CTTCATTGTGGCTCGCA

	
	R: CCATTCCTCACCCCTCTC

	CHST2
	F: CTTCCCCTCCCTCGTTTC

	
	R: TCCACTGCCCTGTTTGG

	PYCR1
	F: GACACCCCACAACAAGGAG

	
	R: GCGCAGGACACCACAAT

	KIF20A
	F: GGTTCACCTTTTCCCAGAT

	
	R: GAGAATCCCTCCATCCTTG



Supplementary Figure S1. Comparison of the total number of mutations between the two MRS subgroups.
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