SUPPLEMENTARY MATERIAL[image: A screenshot of a cell phone  Description automatically generated]
Figure S1 – An example of text overlap – same meeting. Both abstracts were presented at the same meeting: 2014 European Association for the Study of Obesity. The abstracts have overlapping authors, and both were presented as posters. Only minor, insignificant changes have been made to the methods, results, and conclusions. Measurements from the results sections in each abstract are identical. Both were presented as posters.
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Figure S3 – An example of text overlap - MEDLINE. The left abstract was published in the June 2008 issue of Parasitology International. Four year later (in 2012) the same abstract was presented as a poster at the American Society of Tropical Medicine and Hygiene.
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Figure S2 – An example of text overlap – same conference. The left abstract was presented at the American Society of Tropical Medicine and Hygiene, 2013. The right abstract was presented at the same conference in 2016. Title and results are identical with minor changes to the abstractive narrative. Abstracts share at least one overlapping author.
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Figure S4 – An example of false-positives. Both abstracts were presented at the same meeting: the 2018 International Association for the Study of Lung Cancer. According to eTBLAST, these abstracts have a similarity score of .998. A domain expert classifies these as false-positives because one was presented as a poster (right), the other was presented as a talk (left). Only posters were considered in our analysis. We did not consider workshops, plenary talks, or keynotes.
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Figure S5 – An example of a putative plagiarism. The right abstract was published in 2013 (Kang JW, Song HG, Yang DH, Baek S, Kim DH, Song JM, Kang DH, Lim TH, Song JK. Association between bicuspid aortic valve phenotype and patterns of valvular dysfunction and bicuspid aortopathy: comprehensive evaluation using MDCT and echocardiography. JACC Cardiovasc Imaging. 2013 Feb;6(2):150-61. doi: 10.1016/j.jcmg.2012.11.007. PMID: 23489528.)  The left abstract was presented in the 2018 Society of Thoracic Surgeons, abstract 14001.  According to eTBLAST, these abstracts have a similarity score of .75. Sentences with particularly significant similarity is underlined.
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A study of overweight and obesity among secondary
school students in Dubai: Prevalence and associated
factors

Hamid Hussain, et al.
DUbai Health Authority

MethodsMultistage stratified random sample was carried out in second-
ary schools in Dubai. The students were subjected to a self administrat-
ed questionnaire that included personal data, family history, and dietary
habits. Weight and height were measured .The sample amounted to 1186
students

Results prevalence of overweight and obesity was 26.7%, 12.2% re-
spectively. Male were higher than femal (30.1% &15.4% respectively)
than females (23.1% & 8.9% respectively, p <0.05). Non- national stu-
dents experienced a higher percentage of overweight & obesity (29.2%
&12.8% respectively) compared to nationals (20.2% &10.6% respec-
tively) and this was statistically significant. It was found that students in
grade ten were more likely to become overweight or obese compared to
those in grades eleven or twelve(30.8%, 25.2% & 22.1% for overweight
respectively ) and for obesity ( 15.3%, 10.4% & 9.7% respectively). Step-
wise logistic regression analysis delineated five predictors for overweight
and obesity. These predictors were in order: eating fast food regularly,
positive family history of obesity, male gender, those in tenth grade and
non- national students; the associated risks were (OR = 1.44, 1.51, 1.79,
1.72, and 1.41 respectively).

ConclusionThe present study revealed that overweight and obesity are
highly prevalent among secondary school students in Dubai. Urgent and
effective community intervention programs are highly required in order
to combat this problem.
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obesity and overweight among secondary schools in
Dubai, prevalence and associated factors

Hamid Hussain, et al.
Dubai health authority

Introduction: Obesity is a major public health problem all over the
world. It has become a global epidemic in both industrialized and de-
veloping countries. The dramatic increase in the prevalence of obesity
among school children is associated with significant health and financial
burdens

Methods: Multistage stratified random sample was carried out in second-
ary schools in Dubai. a self-administrated questionnaire used, included
personal data, family history, and dietary habits. Weight and height were
measured .The sample amounted to 1186 students

Results: prevalence of overweight and obesity was 26.7%, 12.2% re-
spectively. Male showed higher percentage of overweight & obesity
(30.1% & 15.4% respectively) than females (23.1% & 8.9% respective-
ly, p <0.05). Non- national experienced a higher percentage (29.2% &
12.8% respectively) compared to nationals (20.2% & 10.6% respectively)
P <0.05. grade ten were more overweight or obese compared to those
in grades eleven or twelve (30.8%, 25.2% & 22.1%) and for obesity (
15.3%, 10.4% & 9.7% respectively). Stepwise logistic regression analysis
delineated five predictors for overweight and obesity in order: eating fast
food regularly, positive family history of obesity, male gender, those in
tenth grade and non- national students; (OR = 1.44, 1.51, 1.79, 1.72, and
1.41 respectively

Conclusion: overweight and obesity are highly prevalent among second-
ary school students in Dubai. Urgent and effective community interven-
tion programs are highly required in order to combat this problem
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Innovative serum-free medium for in vitro
cultivation of promastigote forms of Leishmania

Parasitology International
Volume 57, Isue 2,June 2008, Pages 138-162
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Abstract

We described a comparatively simple medium formula (CML) using common,
available and reasonably priced ingredients that could be used in place of medium
that requires calf serum enhancement for cultivation of Leishmania promastigote
forms. This medium equivalently supported the growth of parasites at rates
comparable with those obtained with serum supplemented RPMI-1640 medium.
Leishmania promastigotes reproduced in CML exhibited moderate to high infectivity
capacities when tested against ]774 macrophage cell line. No significant difference
was noted betrveen Leishmania strains cultivated in the newly modified medium and
those grown in RPMI-1640 medium in their cells infectivity and replication
potentials. The use of new CML can easily take the place of other biphasic or liquid
media because of its easy preparation and instantancous use, reasonable price,
availability of ingredients, and its long shelf life, which is 3045 days. The fact that
this medium is similar to other culture media as far as durability and quantity of
produced parasites might give it an advantage over the other currently used media.
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Khartoum, Sudan, ?Institute of Endemic Disease, University of Khartoum,
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We described a comparatively simple medium formula (CML) using
common, available and reasonably priced ingredients that could be used in
place of medium that requires calf serum enhancement for cultivation of
Leishmania promastigote forms. This medium equivalently supported the
growth of parasites at rates comparable with those obtained with serum
supplemented RPMI-1640 medium. Leishmania promastigotes reproduced
in CML exhibited moderate to high infectivity capacities when tested
against 1774 macrophage cell line. No significant difference was noted
between Leishmania strains cultivated in the newly modified

medium and those grown in RPMI-1640 medium in their cels infectivity
and replication potentials. The use of new CML can easily take the place
of other biphasic or liquid media because of its easy preparation and
instantaneous use, reasonable price, availability of ingredients, and its long
shelf life, which is 30-45 days. The fact that this medium is similar to other
culture media as far as durability and quantity of produced parasites might
give it an advantage over the other currently used media.
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ANTI-LEISHMANIA DONOVANI ANTIBODIES ENHANCE
PROMASTIGOTES INTERNALIZATION INTO HOST
MACROPHAGE

Abdalla H. Sharief', Sara Mohamed?, Eltahir KhaliP’, Ahmed
Musa*, Samia Omer’, Ahmed El-Hassan'

"Tropical Medicine Research Institute, National Centre for Research,
Khartoum, Sudan, *Central Laboratory, Khartoum, Sudan, *Institute of
Infectious Diseases, University of Khartoum, Khartoum, Sudan, “Institute of
Endemic Diseases, University of Khartoum, Khartoum, Sudan
Leishmania spp. promastigotes preferentially infect host macrophages,
where parasite internalization is facilitated by several host and parasite
surface molecules. This study aimed to demonstrate the role of humoral
immunity in Leishmania parasite internalization into host macrophages.
First, informed consent sera were obtained from 67 parasitologically
confirmed visceral leishmaniasis patients reporting to our field treatment
centre, Eastern Sudan. Then following titre determination, sera that

had a titre of >102,400 were selected for parasite coating. An in vitro
parasite internalization system was developed to enhance the Leishmanial
macrophage interactions. The mean parasite number per monocytes was
626 + 91 for antibody-coated Leishmania donovani, compared to 412

+ 70 uncoated isolates (p= 0.01). On the other hand, the percentage

of infected cells was significantly higher for all antibody-coated isolates
(100%) compared to uncoated ones (40%). This evidence of high
infectivity probably points to the fact that anti-Leishmania antibodies
facilitated the parasite uptake by host macrophages and monocytes-
derived macrophages (MDM). Moreover, the rate of parasite uptake by
MDM was significantly higher compared to monocytes (p= 0.00). This
could be explained by the fact that the functional capabilities of fully
differentiated macrophages differ from monocytes. In conclusion, host
humoral immunity probably plays a pivotal role in Leishmania parasites
internalization into host macrophages.
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ANTI-LEISHMANIA DONOVANI ANTIBODIES ENHANCE
PROMASTIGOTES INTERNALIZATION INTO HOST
MACROPHAGE

Abdalla H. Sharief', Eltahir A. Khalil*

1Tropical Medicine Research Institute, National Centre for Research,
Khartoum, Sudan, “Institute of Endemic Diseases, University of Khartoum,
Khartoum, Sudan

This study aimed to demonstrate the role of humoral immunity in
Leishmania parasite internalization into host macrophages. First,
informed consent sera were obtained from 67 parasitologicelly confirmed
visceral leishmaniasis patients reporting to our field treatment centre,
Eastern Sudan. Then following titre determinaticn, sera that had a titre
of >102,400 were selected for parasite coating. An in vitro parasite
internalization system was developed to enhance the Leishrmania/
macrophage interactions. The mezn parasite number per monocytes was
626 91 for antibody-coated Leishmania donovani, compared to 412

£ 70 uncoated isolates (p= 0.01). On the other hand, the percentage

of infected cells was significantly higher for all antibody-coated isolates
(100%) compared to unccated ones (40%). This evidence of high
infectivity probably points to the fact that anti-Leishmania antibodies
facilitated the parasite uptake by Fost macrophages and monocytes-
derived macrophages (MDM). Conclusion Leishmania spp. promastigotes
preferentially infect host macrophages, where parasitz internalization

is facilitated by saveral host and parasite surface moleculzs. Moreover,
the rate of parasite uptake by MDM was significantly higher compared
to monocytes. This could be explained by the fact that the functional
capabilites of fully differentiated macrophages ciffer from monocytes.

In conclusion, host humoral immunity probably plays a pvotal rale in
Leishmania parasites interalization into host macrophages.
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JCSEO1.11 DYNAMIC CTDNA MONITORING REVEALED NOVEL
RESISTANCE MECHANISMS AND RESPONSE PREDICTORS OF
OSIMERTINIB TREATMENT IN EAST ASIAN NSCLC PATIENTS

J. Chang?, Z. Hu?, D. Jit, S. Chuai?, W. Shen?, J. Cao?, J. Wang?, X. Wu?

IFudan University Shanghai Cancer Center, Shanghai/CN, 2Burning Rock Biotech,
Guangzhou/CN

Advanced NSCLC patients, harboring EGFR T790M, exhibit marked
diversity in tumor behavior and response to AZD9291, yet a discriminable
molecular profile remains elusive. In addition, although EGFRC797S

was involved in 30% of AZD9291 resistance cases in Western patients,
mechanisms for the rest patients remain unclear, especially for the East
Asian population. We utilized circulating tumor DNA (ctDNA) profiling

to conduct dynamic monitoring in patients undergoing AZD9291,

thus characterizing mutational heterogeneity and genomic evolution.
Longitudinal plasma samples were collected before, during and post

of the AZD9291 treatment in Chinese NSCLC patients with acquired
T790M mutation. A ctDNA panel, spanning 160KB of human genome,
was used to perform capture-based targeted sequencing that comprises
critical exons and introns of 168 genes. The EGFR mutation abundance
and dynamic changes of allele fraction (AF) were analyzed with
progression-free survival (PFS) after AZD9291 treatment.A total of 61
samples were collected longitudinally from 14 patients, of which 9 have
experienced progressive disease (PD). Six patients exhibited a rebound
of ctDNA prior to radiographic PD, suggesting the potential of ctDNA

in early detection of PD. Several acquired mutations were detected

with the AZD9291 resistance, including newly identified EGFR G796S,
L792H/F/R/V, VBO2F, V843I mutations, expect for the previously reported
RB1 and EGFR C797S, L718Q mutations. Patients with a higher ratio

of T790M and EGFRactivating mutation at baseline had a significantly
longer PFS (9.6m vs 4.5m, p=0.008). A lower ratio of EGFRactivating
mutation AF compared to baseline at first follow-up was significantly
correlated with a longer PFS (8.5m vs 5.0m, p=0.027). Furthermore,
patients harboring other known driver mutations in addition to T790M
at baseline had an inferior PFS (4.9m vs 7.8m, P=0.039).Several novel
resistance mechanisms were identified by ctDNA monitoring in the East
Asian patients treated with AZD9291. Relative AF of T790M, changes of
AF after treatment and the presence of concurrent driver mutations at
baseline could predict clinical benefit of AZD9291 treatment.
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Background: Advanced NSCLC patients, harboring EGFR T790M, exhibit
marked diversity in tumor behavior and response to AZD9291, yet a
discriminable molecular profile remains elusive. In addition, although
EGFRC797S was involved in 30% of AZD9291 resistance cases in Western
patients, mechanisms for the rest patients remain unclear, especially for
the East Asian population. We utilized circulating tumor DNA (ctDNA)
profiling to conduct dynamic monitoring in patients undergoing AZD9291,
thus characterizing mutational heterogeneity and genomic evolution.
Method: Longitudinal plasma samples were collected before, during

and post of the AZD9291 treatment in Chinese NSCLC patients with
acquired T790M mutation. A ctDNA panel, spanning 160KB of human
genome, was used to perform capture-based targeted sequencing that
comprises critical exons and introns of 168 genes. The EGFR mutation
abundance and dynamic changes of allele fraction (AF) were analyzed
with progression-free survival (PFS) after AZD9291 treatment. Result:

A total of 61 samples were collected longitudinally from 14 patients, of
which 9 have experienced progressive disease (PD). Six patients exhibited
arebound of ctDNA prior to radiographic PD, suggesting the potential of
ctDNA in early detection of PD. Several acquired mutations were detected
with the AZD9291 resistance, including newly identified EGFR G796S,
L792H/F/R/V, VBO2F, V843| mutations, expect for the previously reported
RB1 and EGFR C797S, L718Q mutations. Patients with a higher ratio

of T790M and EGFRactivating mutation at baseline had a significantly
longer PFS (9.6m vs 4.5m, p=0.008). A lower ratio of EGFRactivating
mutation AF compared to baseline at first follow-up was significantly
correlated with a longer PFS (8.5m vs 5.0m, p=0.027). Furthermore,
patients harboring other known driver mutations in addition to T790M

at baseline had an inferior PFS (4.9m vs 7.8m, P=0.039). Conclusion:
Several novel resistance mechanisms were identified by ctDNA
monitoring in the East Asian patients treated with AZD9291. Relative AF
of T790M, changes of AF after treatment and the presence of concurrent
driver mutations at baseline could predict clinical benefit of AZD9291
treatment.
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Association Between Symmetric BAV Phenotypes and the Pattern of Valvular
Dysfunction and Bicuspid Aortopathy

2.2 Huang, Peking Union Medical College, Beijing China

Purpose: To characterize aortic valve dysfunction and thoracic aortic dimensions over
patients with symmetric bicuspid aortic valve using multidetector computed
tomography (MDCT), gated coronary computed tomography angiography (CCTA), and

surgical findings. An association between symmetric BAV phenotypes and the pattern

Association between bicuspid aortic valve phenotype and patterns of valvular
dysfunction and bicuspid aortopathy: comprehensive evaluation using MDCT and
echocardiography.

Kang, JW; Song, HG; Yang, DH; Baek, S; Kim, DH; Song, JM; Kang, DH; Lim, TH; Song,
JK; Cardiac Imaging Center, Asan Heart Institute, Asan Medical Center, University of
Ulsan College of Medicine, Seoul, Republic of Korea

We sought to define the clinical importance of an integrated classification of bicuspid
aortic valve (BAV) phenotypes and aortopathy using multidetector computed
tomography (MDCT). An association between BAV phenotypes and the pattern of
valvular dysfunction or bicuspid aortopathy has vet to be definitely established. The

of valvular dysfunction or bicuspid aortopathy has yet to be definitively established.
Methods: The study included 136 symmetric BAV patients (79 men, age 59.26 years
11.07 years) who underwent transthoracic echocardiogram, MDCT, and gated CCTA
from 2010 to 2017. BAVs were classified as anterior-posterior (BAV-AP) o lateral (BAV-
LA) orientation of the cusps. Thoracic aortic dimensions from the aortic root to the
descending aorta were measured by gated CCTA at six levels. Results: The prevalence
of BAV-LA and BAV-AP was 80.6% and 19.4%, respectively. Comparing BAV-LA and BAV-
AP, no differences in age, prevalence of male sex, or prevalence of moderate-to-severe
aortic regurgitation were determined. However, significant differences in the valvular
dysfunction pattern were noted, with moderate-to-severe aortic stenosis

predominating in patients with BAV-AP (77.9% vs 52% in BAV-LA; P = .009). Except
ascending aortic dilation, dilation of aortic arch was the most common phenotype in
BAV-LA patients (76.69% vs 56.0% in BAV-RL; P = 035). Conclusions: The patterns of

study cohort included 167 subjects (116 men, age 54.6 14.4 years) who underwent
both MDCT and transthoracic echocardiography from 2003 to 2010. Two BAV
phenotypes-fusion of the right and left coronary cusps (BAV-AP) and fusion of the right
o left coronary cusp and noncoronary cusp (BAV-RL)-were identified. Forty-five
patients showed normal aortic dimensions and were classified as type 0. In the
remaining patients, hierarchic cluster analysis showed 3 different types of bicuspid
aortopathy according to the pattern of aortic dilation: type 1 (aortic enlargement
confined to the sinus of Valsalva [n = 34]), type 2 (aortic enlargement involving the
tubular portion of the ascending aorta [n = 49]), and type 3 (aortic enlargement
extending to the transverse aortic arch [n = 39]). The prevalence of BAV-AP and BAV-RL
was 55.7% and 44.3%, respectively. Comparing BAV-AP and BAV-RL, no differences in
age or in the prevalence of male sex were determined. However, significant differences
in the valvular dysfunction pattern were noted, with moderate-to-severe aortic stenosis

valvular dysfunction and bicuspid aortopathy differed significantly between the two

predominating in patients with BAV-RL (66.2% vs. 46.2% in BAV-AP; p = 0.01), and

‘symmetric BAV phenotypes, suggesting the possibility of etiologically different entities.

moderate-to-severe aortic regurgitation in BAV-AP (32.3% vs. 6.8% in BAV-RL; p <

Symmetric BAV patients have a very high incidence of aortic valve stenosis rather than
aortic valve insufficiency, especially in patients with BAV-AP.

0.0001). A normal aorta was the most common phenotype in BAV-AP patients (33.3%
vs. 18.9% in BAV-RL; p = 0.037), and type 3 aortopathy was the most common
phenotype in BAV-RL patients (40.5% vs. 9.7% in BAV-AP; p < 0.0001). The patterns of
valvular dysfunction and bicuspid aortopathy differed significantly between the 2 BAV
phenotypes, suggesting the possibility of etiologically different entities.





