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Supplementary table 1. Primer sequences for SAA1 DNA amplification with PCR and the probe sequence used for genotyping of the rs11024595 SNP with Pyrosequencing in the SibPair Study.
	
	Forward
	Reverse 

	Primer sequences used for SAA1 DNA amplification with PCR 
	ACA TCT TGT TCC CTC AGG TTG
	GCT GTA GCT GAG CTG CGG

	Probe sequence used for genotyping of the rs11024595 SNP with Pyrosequencing 
	
	AAA TAG CAG CCA CCG 





Supplementary table 2. P-values and parameter estimates for the associations between serum levels of SAA to investigated metabolic parameters in the SibPair study. The analyses were adjusted for BMI, age, sex and non-independence among related individuals in all analyses except for analyses included indices for adiposity (BMI and sagittal diameter) that were adjusted only for sex, age and non-independence among related individuals. The parameter estimates are used as an indication of the impact that serum levels of SAA have on the variable.
	
	P 
	Parameter estimate 
	95 % confidence interval 

	BMI, kg/m2
	<0.0001
	0.36 
	0.29, 0.44

	Sagittal diameter, cm
	<0.0001
	0.35
	0.28, 0.42

	Bodyfat, %
	<0.0001
	0.32 
	0.26, 0.39

	P-glucose, mmol/L
	0.22
	0.048
	-0.029, 0.13

	S-Insulin, mIU/L
	0.0005
	0.12
	0.053, 0.19

	HOMA-IR
	0.0009
	0.12
	0.050, 0.19

	S-Cholesterol, mmol/L
	0.020
	0.10
	0.016, 0.18

	S-HDL cholesterol, mmol/L
	0.37
	0.031 
	-0.038, 0.10

	S-triglycerides, mmol/L
	0.023
	0.085
	0.012, 0.16
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