Table S1. Mean ± SEM values of ABR threshold (dB SPL) (Figure 2B).
	Group
	n
	Ears (both side)
	Pre
	Post

	Control
	10
	20
	27.00 ± 1.05
	31.00 ± 0.69

	OM
	10
	20
	28.00 ± 0.92
	48.50 ± 1.31

	OM + MLA
	10
	20
	23.00 ± 1.05
	44.50 ± 1.98

	VNS
	10
	20
	30.00 ± 0.00
	39.50 ± 1.35

	VNS + MLA
	10
	20
	25.00 ± 1.70
	46.00 ± 2.66



[bookmark: _GoBack]Table S2. Mean ± SEM values of ABR threshold changes (dB SPL) (Figure 2C).
	Group
	n
	Ears (both side)
	Threshold changes

	Control
	10
	20
	4.00 ± 1.12

	OM
	10
	20
	20.50 ± 1.54

	OM + MLA
	10
	20
	21.50 ± 2.09

	VNS
	10
	20
	9.50 ± 1.35

	VNS + MLA
	10
	20
	21.00 ± 2.98



Table S3. Mean ± SEM values from quantitative analyses of H&E (µm) and PAS staining (Figure 3B, C).
	Group
	n
	H&E
	PAS

	Control
	10
	0.63 ± 0.10
	80.50 ± 4.52

	OM
	10
	4.63 ± 0.55
	290.60 ± 17.92

	OM + MLA
	10
	5.71 ± 0.48
	289.80 ± 12.43

	VNS
	10
	2.92 ± 0.44
	142.00 ± 7.19

	VNS + MLA
	10
	4.79 ± 0.36
	285.60 ± 7.92



Table S4. Mean ± SEM values for spleen and splenocyte analyses shown in Figure 4B–D.
	Group
	n
	Length (mm)
	Area (mm2)
	Splenocyte (x106 cells/mL)

	Control
	10
	14.46 ± 0.25
	54.54 ± 1.97
	48.39 ± 3.08

	OM
	10
	15.55 ± 0.27
	65.12 ± 2.38
	62.80 ± 3.48

	OM + MLA
	10
	15.51 ± 0.22
	64.79 ± 1.78
	61.49 ± 4.01

	VNS
	10
	14.56 ± 0.14
	60.88 ± 1.19
	47.65 ± 3.89

	VNS + MLA
	10
	15.69 ± 0.23
	64.75 ± 1.66
	67.80 ± 5.26



Table S5. Mean ± SEM values of cytokine concentrations in middle ear effusion (pg/mL) (Figure 5A–C).
	Group
	n
	TNF-α
	IL-1β
	IL-6

	Control
	10
	0.80 ± 0.15
	104.50 ± 19.01
	5.91 ± 0.54

	OM
	10
	5.25 ± 0.81
	272.90 ± 31.32
	103.10 ± 27.37

	OM + MLA
	10
	4.57 ± 0.77
	270.50 ± 33.25
	90.25 ± 19.95

	VNS
	10
	1.14 ± 0.15
	150.90 ± 19.61
	13.30 ± 1.72

	VNS + MLA
	10
	4.50 ± 0.94
	259.80 ± 24.88
	83.42 ± 19.60



Table S6. Mean ± SEM values of cytokine concentrations in serum (pg/mL) (Figure 5D–F).
	Group
	n
	TNF-α
	IL-1β
	IL-6

	Control
	10
	1.38 ± 0.28
	7.70 ± 1.88
	7.54 ± 2.06

	OM
	10
	4.27 ± 0.47
	28.94 ± 4.41
	43.62 ± 10.27

	OM + MLA
	10
	4.24 ± 0.50
	28.67 ± 4.30
	41.11 ± 8.51

	VNS
	10
	2.86 ± 0.32
	14.22 ± 2.45
	13.29 ± 1.95

	VNS + MLA
	10
	4.15 ± 0.42
	28.87 ± 3.58
	40.04 ± 8.92




Table S7. Mean ± SEM values of qPCR gene expression analyses (2-ΔΔCt) (Figure 6). 
Data are expressed as mean ± SEM. Sample size (n) was 10 per group for all genes, except for MYD88 and IL-17, for which n = 8 in the AOM + MLA and VNS + MLA groups.
	Group
	TLR4
	MYD88
	p65
	TNF-α
	IL-1β
	IL-6
	IL-17
	VEGF-A
	α7nAChR

	Control
	1.90 ± 0.15
	12.26 ± 4.90
	1.70 ± 0.17
	25.72 ± 4.71
	46.81 ± 13.39
	129.50 ± 45.63
	9.49 ± 3.72
	1.92 ± 0.32
	1.15 ± 0.09

	OM
	1.78 ± 0.17
	11.80 ± 6.91
	1.85 ± 0.13
	24.68 ± 4.23
	56.04 ± 13.52
	151.30 ± 33.30
	14.09 ± 6.30
	1.69 ± 0.25
	1.01 ± 0.06

	OM + MLA
	1.76 ± 0.15
	9.42 ± 3.40
	0.99 ± 0.13
	6.45 ± 1.66
	10.50 ± 2.68
	29.69 ± 13.42
	0.77 ± 0.13
	0.88 ± 0.09
	1.40 ± 0.20

	VNS
	1.81 ± 0.14
	8.45 ± 5.38
	1.60 ± 0.13
	22.85 ± 4.53
	48.28 ± 13.26
	191.90 ± 63.57
	10.37 ± 4.63
	2.03 ± 0.52
	1.25 ± 0.13

	VNS + MLA
	1.90 ± 0.15
	12.26 ± 4.90
	1.70 ± 0.17
	25.72 ± 4.71
	46.81 ± 13.39
	129.50 ± 45.63
	9.49 ± 3.72
	1.92 ± 0.32
	1.15 ± 0.09



Table S6. Mean ± SEM values of Western blot quantifications (Fold change) (Figure 7).
	Group
	n
	H&E
	PAS

	Control
	10
	0.37 ± 0.06
	0.42 ± 0.04

	OM
	10
	1.52 ± 0.22
	1.74 ± 0.20

	OM + MLA
	10
	1.46 ± 0.18
	1.75 ± 0.20

	VNS
	10
	1.60 ± 0.20
	0.93 ± 0.11

	VNS + MLA
	10
	1.57 ± 0.17
	1.71 ± 0.19





Figure S1. Uncropped Western blot membranes.
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