Supplemental Table 1. Potential targets of murine miR-146a in Arabidopsis 
	Target Gene ID
	Alignment
	Target Description

	AT3G24880
	 miRNA    22 UUGGGUACCUUAAGUCAAGAGU 1     
              ...:: :::::::::::.:::       
Target  3543 UGUUCACGGAAUUCAGUUUUCA 3564  
	| Symbols: | Helicase/SANT-associated, DNA binding protein | chr3:9086242-9095537 REVERSE LENGTH=6089

	AT5G07980
	 miRNA    22 UUGGGUACCUUAAGUCAAGAGU 1     
               ::::: ::::::::::.:..       
Target  4712 UCCCCAUAGAAUUCAGUUUUUG 4733  
	| Symbols: | dentin sialophosphoprotein-related | chr5:2549166-2555519 REVERSE LENGTH=4966

	AT2G06780
	 miRNA    22 UUGGGUACCUUAAGUCAAGAGU 1     
             ::.::: ::::::::: :::::       
Target  1360 AAUCCAAGGAAUUCAGAUCUCA 1381  
	| Symbols: | transposable element gene | chr2:2709951-2712872 REVERSE LENGTH=2922

	AT4G22860
	 miRNA    22 UUGGGUACCUUAAGUCAAGAGU 1     
              :::. ::::.::.::::.:::       
Target  1568 UACCUUUGGAGUUUAGUUUUCA 1589  
	| Symbols: | Cell cycle regulated microtubule associated protein | chr4:11997393-12001631 FORWARD LENGTH=2222

	AT4G11990
	 miRNA    22 UUGGGUACCUUAAGUCAAGAGU 1     
               ::: :::..::.::::.:::       
Target  1391 CUCCCUUGGGGUUUAGUUUUCA 1412  
	| Symbols: | Cell cycle regulated microtubule associated protein | chr4:7186096-7189875 REVERSE LENGTH=1913
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