Table S1. Details of indigenous Bt isolates and reference strains used in this study
	Details of Bt 
	Description 

	HD-1
	Positive control for cry1, cry2, vip3A genes

	4AA1
	Positive control for cry3 gene

	4Q5
	Positive control for cry4 gene

	4AO1
	Positive control for cry9 gene

	4N1
	Positive control for vip1A and vip2A genes

	4Q7
	Negative control

	Indigenous Bt isolates
	T7, T9, T10, T17, T28, T29, T30, T31, T47, T48, T49, T55, T56, T58, T59, T60, T61, T62, T63, T67, T69, T71, T73, T74, T76, T77, T78, T79, T81, T82, T83, T220, T250, T353, T355, T357, T381, T385, T386, T387, T388, T389, T390, T392, T393, T395, T396, T397, T398, T399





Table S2. Primers and PCR conditions used in this study
	Genes 
	Primer sequence (5’ – 3’)
	Annealing 
	Product size
	Reference 

	cry1
	FP : CATGATTCATGCGGCAGATAAAC
RP : TTGTGACACTTCTGCTTCCCATT
	62 oC
	277 bp
	Ben-dov et al., 1997

	cry2
	FP : TTATTCTTAATGCAGATGAATGGG
RP: GGATAAAATAATCTGGGAAAATAGT
	58 oC
	700 bp
	Ben-dov et al., 1997

	cry3
	FP : CGTTATCGCAGAGAGATGACATTAAC
RP : CATCTGTTGTTTCTGGACGCAAT
	52 oC
	420 bp
	Ben-dov et al., 1997

	cry4
	FP : GCATATGATGTAGCGAAACAAGCC
RP : GCGTGACATACCCATTTCCAGGTCC
	60 oC
	450 bp
	Soares-da-Silva et al. 2017

	cry9
	FP : CGGTGTTACTATTAGCGAGGGCGG
RP : GTTTGAGCCGCTTCACAGCAATCC
	58 oC
	345 bp
	Ben-dov et al., 1997

	vip1A
	FP : GGATCCGATGAAAAATATGAAGAA
RP : GTCGACTTATCTAGATTTGTTAGGT
	58 oC
	2.3 kb
	Shi et al., 2004

	vip2A
	FP : GGATCCGATGAAAAGAATGGAGGG
RP : GTCGACTTAATTTGTTAATAATGTTG
	57 oC
	1.3 kb
	Shi et al., 2004

	vip3A
	FP : ATGAACAAGAATAATACTAAATTAAGC
RP : TTACTTAATAGAGACATCGTAAAAA
	55 oC
	2.37 kb
	Lone et al., 2018







Table S3. Cry protein and gene distribution in native Bt isolates
	Cry protein distribution
	Insecticidal gene distribution

	Number of protein bands in SDS-PAGE
	Number of isolates and distribution percentage
	PCR positive isolates of insecticidal genes
	Number of isolates and distribution percentage

	One 
	16 (32 %)
	cry1
	12 (24 %)

	Two 
	16 (32 %)
	cry2
	14 (28 %)

	Three 
	0 (0 %)
	cry1 + cry2
	7 (14 %) 

	Four and more
	11 (22 %)
	cry1 + vip3
	0 (0 %)

	No band
	7 (14 %)
	cry2 + vip3
	0 (0 %)

	
	
	cry1 + cry2 + vip3
	7 (14 %)

























