	Gene symbol
	Gene name
	Forward primer (5'–3')
	Reverse primer (5'–3')
	Product length (bp)

	Ror
	tyrosine-protein kinase transmembrane receptor Ror-like
	CAAAGTGGGTGGTCTGGGCAAC
	ACGATGGCGTGTTGTTGGACAT
	179

	hsp70
	hsp70
	GTTGATCGGCGATGCGGCTAA
	GCTTCCCACAGTCGTTCACCAC
	155

	InR1
	insulin receptor 1
	CGCCGCCGTTCCCAAGATTT
	ATCGACATCCGCCCAAGCCA
	155

	PEPCK
	phosphoenolpyruvate carboxykinase [GTP]-like
	TTGCCGCCGTATCCACTTCCA
	TGCCGATGGTCCAGTCCAACAT
	114

	hamartin
	hamartin isoform X3
	GCCGCCAAACGACTGAATCCTT
	GCTGTTAGGGAACCACACGACAA
	299

	FASN
	fatty acid synthase-like
	CCGATCTGAACGGCAGCGATTC
	GGGTCACAATGGCAGGGAATGG
	188

	glgP
	glycogen phosphorylase isoform X1
	TTTCCTCTGGCGTGTGGCAATC
	CTCTGGCGTACTCGGTGATCGT
	164

	Phkb
	phosphorylase b kinase regulatory subunit beta 
	AATGACCAGGACCCACCGTTGT
	GCTGTCCCAGAACTGTGCCTTG
	185

	GYS1
	glycogen [starch] synthase
	TGCTCGATTGGCGTAACTTGGG
	TGGTGTGGTTGGTCGGCTACTT
	191

	HK2
	hexokinase type 2
	TCGTGCGGACGGCGTCTAAT
	CGCTTGGAAGAACCCGAACACC
	182

	Phkg1
	phosphorylase b kinase gamma catalytic chain, skeletal muscle/heart isoform
	CGCCGTACAGTCGAACTAACAC
	ACCCGATCCACTGGACATCAAA
	148

	PP1R3C
	protein phosphatase 1 regulatory subunit 3C-B-like
	GCGTCATCGTCGTCATCGTTCC
	AGGTTCCACTGCGGCGGTAA
	104

	CBL
	calcineurin B-like
	CGAGCGGGTTCTGTTGGAGTTC
	GCCGACGAGATCAGACGTTTGG
	115

	pten
	phosphatidylinositol 3,4,5-trisphosphate 3-phosphatase and dual-specificity protein phosphatase PTEN isoform X2
	GTCCGGCCCTTTCCAGCTTTAC
	CTCGGAAATTCCACCAGCGTGT
	160

	Mdm2
	E3 ubiquitin-protein ligase Mdm2-like
	ACCTCCAATTCACAAGAGTCACT
	ACTCGGACGGCTTTAGTAACATA
	260

	Smad4
	mothers against decapentaplegic homolog 4 isoform X4
	TCCAGCAGCTTGAGGGACAGTT
	ATGTCTCCTTCGCCACCTGGTT
	171

	FBXO32
	F-box only protein 32
	GGGTAGACCGCTGGGATCAACT
	TGCTGAACGCTCCAGATCACGA
	196

	FAR1
	fatty acyl-CoA reductase wat-like
	TCCTCCGTTGCGAGCGATGT
	GCACCCGGTACCTTATGTAGCC
	99

	GLUT1
	solute carrier family 2, facilitated glucose transporter member 1 isoform X1
	GCCGTCAAGCTACTCCAAGTGC
	ATGCCGAACCGAAAGCCGATG
	175

	LC-FACS
	long-chain-fatty-acid--CoA ligase 1
	TTGGTCGGAGGTTCGGTTGGT
	CAGACGAGGGACACTGGGCATA
	102

	CYP4C1
	cytochrome P450 4C1
	TGAATTGAACGAAGCTGGTGCT
	GGCACTGGTTTCACTACCACCT
	91

	UVOP
	Opsin, ultraviolet-sensitive
	GCCATTACGAACGCCGTCCAA
	GCAGCATTCGTAGCACTCGCA
	186

	tsl
	Torso-like protein
	GCCACGGTTTCTCCAGCCTTTC
	TCGGAGGAGGAGGTGGTCAAGT
	123

	Orco
	odorant receptor coreceptor 
	ACGACTTGGTGCCCGTGCTA
	CTGGATTAGCCGTGTTGCTCCG
	198

	CYP4CJ1
	CYP4CJ1
	CGGGACGCAACAATGGAAGACC
	AGGAACGACGACCATCACCGAT
	168

	LWO
	longwave opsin
	ACTCTGACGTGGCACAGTCGTA
	GTGCGATGCTACTGCCTTCACA
	117

	flightin
	flightin
	GGCTGGTGGTTTAGGTGCTTCG
	CCTGCTGCCTGGATGCTTGATG
	123

	Met
	juvenile hormone receptor methoprene-tolerant
	GCAGCACCATCACCTCCAACAA
	AGCGACGACGAAGACACGGA
	168

	TREH
	Trehalase
	TGGAGGTCACGGTAGTGGAGGA
	GCTGGTCTGCGGTGCTTCAAT
	139

	Ago2
	Argonaute-2
	ACACTACACCGTACCGCACAGT
	GGCTACTGCCTGTTGCTTGTCA
	108

	CYP18A1
	cytochrome P450 18a1
	TCCAACCACTGCACGTACCTCA
	CCGCTCCGTATCCTCCGATGAT
	193

	Tret1
	facilitated trehalose transporter Tret1
	CGGCATGTCGTCGGCTTGTT
	TCAGCACTCCGATGGACACGAA
	107

	JHAMT
	juvenile hormone acid methyltransferase
	TTTGCCCAAAGCAGTATGCCAAA
	TGTCGCCTGGTCCACATCCTAT
	135

	CYP6A14
	probable cytochrome P450 6a14
	TGGTCGCCAGCTCGAACAGT
	AGCCGCTCGTGAAGACCGTAT
	211

	TLR6
	Toll-like receptor 6
	GTGGCTGCTGATGTCGGTACTG
	ATGGTCCGCAACGAGCACTTG
	144

	CP65
	cuticle protein 65-like 
	AGCCGCCGCCACTTCTTACT
	TCGGACGGATGGTCTGTCTTCG
	172

	CP7
	cuticle protein 7-like
	GGAGTGTTGTTGGCGGTGCTT
	ACGGTCACGGGTCGGTCAAA
	149

	CP30
	cuticular protein 30 precursor
	CCGTCGGCGTATTCAGATTGGC
	ATCGGCATACCCAGCACCATCA
	195

	CP35
	cuticular protein 35 precursor 
	GGTGGGTGGGTATGTGGGTTCT
	TGGCTTCCGCTCTCGCTCAA
	110

	CP41
	cuticular protein 41 precursor
	GCGACGGTAACGGCAACATCA
	CTGGCTTGTAGGCTGGGATGGA
	189

	CP7
	cuticle protein 7-like
	TATTCGCGGTCCGTGCTCAGT
	GGCTCTCCTCGGCTGTCTTGTA
	177

	osa
	Trithorax group protein osa
	CAGCAGCAGCAGCAACAACAAC
	GGTGATGCGGATGGTGATGGTG
	133

	fd96Ca
	Fork head domain-containing protein FD4
	CGGTGGCTGAAGAAGTTGCTGT
	GCGGCTTCGTCGTTGTCGTT
	129

	FOXL1
	forkhead box protein L1
	GTGGTGGTGATGGTGGTGAGGA
	GCAACTACAGGCGGAGGAGGAT
	110
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