Supplemental Table S1 Non-Bt and transgenic Bt cotton cultivars were grown in field test plots in Multan, Pakistan in 2020 and 2021.

	
	Cultivar1
	Name
	Source

	Non-Bt3
	T02
	Cyto-124
	PCCC5

	Cry1Ac
	T1
	Weal-AG-9
	CCRI5

	
	T23
	NS-211
	Neelum Seed

	
	T3
	MNH-1026
	CRS5

	
	T4
	CIM-598
	CCRI

	Cry1Ac + Cry2Ab4
	T5
	Weal-AG-201
	Allah Din Group

	
	T6
	Rustam beej-11
	Rustam Beej

	
	T7
	Badar-3
	4 Brothers

	
	T8
	Hatf-3
	4 Brothers

	
	T9
	CEMB Klean Cotton-6
	4 Brothers

	
	T10
	MNH-1045
	CRS5



1 Cotton cultivars planted in test field plots include T0 (Cyto-124; non-Bt), T1 (Weal AG-9; Cry1Ac Bt cotton), T2 (NS-211; Cry1Ac Bt cotton), T3 (MNH-1026; Cry1Ac Bt cotton), T4 (CIM-598; Cry1Ac Bt cotton), T5 (Weal AG-201; Cry1Ac+Cry2Ab Bt cotton), T6 (Rustam beej-11; Cry1Ac+Cry2Ab Bt cotton), T7 (Badar-3; Cry1Ac+Cry2Ab Bt cotton), T8 (Hatf-3; Cry1Ac+Cry2Ab Bt cotton), T9 (CEMB Klean Cotton-6; Cry1Ac+Cry2Ab Bt cotton), and T10 (MNH-1045; Cry1Ac+Cry2Ab Bt cotton).
2 Color-coded rows correspond to cultivars separated by traits including non-Bt cotton (yellow), Cry1Ac Bt cotton (green), and Cry1Ac+Cry2Ab Bt cotton (blue).
3 Bold text indicates the cultivars for which transgene expression was assessed using EnviroLogix test strips and/or ELISA quantification.
4 Transgenic “triple gene” cotton produces Cry1Ac and Cry2Ab Bt proteins as well as 5-enolpyruvylshikimate-3-phosphate synthase (EPSPS), which is responsible for glyphosate herbicide tolerance. 
5 PCCC stands for Pakistan Central Cotton Committee, CRS stands for Cotton Research Station; CCRI stands for Central Cotton Research Institute. 




Supplemental Table S2 Mean pink bollworm infestation and damage to different stages of all tested cultivars in field plots (2020-2021).

	2021
	2020
	

	 0.53a±9.70 
	 0.28b2±5.04 
	Flower Infestation1

	 2.23a±58.66 
	 2.40a±58.37 
	Boll infestation

	 0.04a±1.85 
	 0.04b±1.42 
	Larvae per boll

	 0.83a±36.24 
	 0.99a±36.00 
	Open boll infestation

	 0.70a±23.87 
	 0.88a±24.11 
	Seed yield loss



1 Mean percentage of flower infestation, unopened boll infestation, larvae per boll, opened boll infestation, and seed yield loss in each column having different letters are significantly different (P < 0.05) and those with the same letter show no significant difference (P > 0.05). 
2Means were separated using the LSD test. The data shown are the means of three replications of all cultivars; the values are the means ± standard errors.

















[bookmark: _GoBack]Supplemental Table S3 Summation of pink bollworm percentage infestation to all tested cultivars (2020 and 2021)
	
	
	Flower infestation2
	Green boll infestation
	Open boll infestation
	Seed cotton yield loss

	
	
	2020
	2021
	2020
	2021
	2020
	2021
	2020
	2021

	Non-Bt
	T01
	7.1 ± 0.1a3
	11.1 ± 0.7bcd
	65.5 ± 2.5ab
	67.1 ± 0.8ab
	38.3 ± 0.5abc
	39.8 ± 1.6a
	24.8  ± 0.8bcde
	26.3± 1.0a

	Cry1Ac
	T1
	3.3 ± 0.4c
	10.0 ± 1.6bcd
	58.8± 1.2c
	66.1 ± 1.8bc
	35.8 ± 1.0c
	29.2 ± 0.7c
	20.9 ± 0.9e
	27.8 ± 2.0a

	
	T2
	6.1 ± 0.2ab
	13.7 ± 0.6a
	66.6 ± 0.5a
	65.1 ± 02.9bc
	37.2 ± 0.4bc
	40.1 ± 1.4a
	28.0 ± 1.6ab
	25.0 ± 00.2ab

	
	T3
	4.7± 0.6bc
	11.7± 1.1ab
	60.5± 2.9abc
	71.1 ± 2.4a
	40.2 ± 0.4a
	40.7 ± 00.3a
	29.8 ± 1.3a
	25.0 ± 00.7ab

	
	T4
	4.88± 1.0bc
	11.8 ± 2.3abc
	59.0 ± 2. 9bc
	58.9 ± 3.4de
	40.1 ± 1.4a
	36.8 ± 02.7a
	25.3 ± 1.5bcde
	24.5 ± 1.1ab

	Cry1Ac + Cry2Ab
	T5
	5.0 ± 0.2b
	10.3 ± 0.4bcd
	61.1 ± 1.5abc
	56.7 ± 1.8e
	28.8 ± 1.1a
	28.3 ± 00.1a
	26.9 ± 2.7abcd
	24.3 ± 0.9ab

	
	T6
	5.5 ± 0.3ab
	9.9 ± 0.9bcd
	64.5 ± 0.6abc
	62.9 ± 3.7bcd
	38.7 ± 0.11ab
	38.0 ± 0.9a
	27.2 ± 2.2abc
	27.4 ± 2.0a

	
	T7
	5.9 ± 0.7ab
	8.7 ± 1.1cd
	61.6 ± 1.7abc
	57.1 ± 0.8e
	38.6 ± 1.3ab
	38.6 ± 1.1a
	24.4 ± 1.2bcde
	25.6 ± 1.2ab

	
	T8
	6.0 ± 1.4ab
	8. 8 ± 0.4cd
	63.4 ± 1.4abc
	55.7 ± 1.5e
	32.1 ± 1.5d
	38.5 ± 1.0a
	22.5 ± 1.3de
	19.2 ± 1.2c

	
	T9
	5.4 ± 0.7b
	7.7 ± 00.4d
	63.8 ± 1.7abc
	61.7 ± 3.4cd
	23. 7 ± 0.5d
	21.4 ± 1.6bc
	23.3 ± 1.4cde
	22.6 ± 00.6bc

	
	T10
	1.6 ± 0.2d
	3.2 ± 0.4e
	17.3 ± 4.2d
	23.0 ± 1.7f
	24.87 ± 1.14e
	22.7 ± 0.9d
	12.2 ± 1.0f
	14.9 ± 1.0d



1Cotton cultivars from test field plots include T0 (Cyto-124; non-Bt), T1 (Weal AG-9; Cry1Ac Bt cotton), T2 (NS-211; Cry1Ac Bt cotton), T3 (MNH-1026; Cry1Ac Bt cotton), T4 (CIM-598; Cry1Ac Bt cotton), T5 (Weal AG-201; Cry1Ac+Cry2A Bt cotton), T6 (Rustam beej-11; Cry1Ac+Cry2A Bt cotton), T7 (Badar-3; Cry1Ac+Cry2A Bt cotton), T8 (Hatf-3; Cry1Ac+Cry2A Bt cotton), T9 (CEMB Klean Cotton-6; Cry1Ac+Cry2A Bt cotton), and T10 (MNH-1045; Cry1Ac+Cry2A Bt cotton).
2 Pink bollworm infestation to flowers, green bolls, opened bolls, and locules and seed cotton yield loss were recorded from 2020-2021.
3 Mean infested (%) data in each column having different letters are significantly different (P < 0.05) and those with the same letter show no significant difference (P > 0.05).   Means were separated using the LSD test. The data shown are the means of three replications; the values are the means ± standard errors.  
