	Primer name
	Primer Sequence
	Primer Location
(Scaffold: coordinates)
	Expected Product Length
	Primer Tm

	PS-ACTIN AF
	GCAACATCGTGCTGTCGGGC
	5: 1895092-1895073
	96bp
	62

	PS-ACTIN AR
	TCTTCATGGTGGACGGGGCCA
	[bookmark: _GoBack]5: 1894997-1895017
	96bp
	63.4

	PS250480F
	CGTCATCATCGGACCCGACC
	2: 8065856-8065876
	75bp
	62.68

	PS250480R
	CACCAGACGTTCTCGACGGT
	2: 8065930-8065950
	75bp
	62.13

	PS490338F 
	ACCGCTGTGTTCTTCGTGGA
	3: 616665-616684
	77bp
	59.1

	PS490338R 
	TGGACGCCCTCCATTTGGTT
	3: 616741-616760
	77bp
	59.6

	PS496964F 
	GAACGTGTTCGCCATCGACC
	3: 639451-639470
	108bp
	58.9

	PS496964R 
	TTCCTGCCGTTGGTCGTCTT
	3: 639558-639577
	108bp
	59.2

	PS331456F
	TACTGCACGGAGCCCTACAC
	3: 8062273-8062293
	100bp
	61.6

	PS331456R
	TCTCGTCCTGGCCTTCACAC
	3: 8062372-8062392
	100bp
	61.82

	PS496814F 
	CGCCATCATCGGCAAGAACC
	3: 8334269-8334288
	138bp
	59.2

	PS496814R 
	ATAGTCGTCACGCTGGAGGC
	3: 8334406-8334425
	138bp
	59.3

	PS493125F 
	CGCCATCATCGGCAAGAACC
	3: 8380621-8380640
	141bp
	59.2

	PS493125R 
	GTCACGGTGGTCACACTGGA
	3: 8380761-8380780
	141bp
	59.4

	PS491970F
	CTGTGTCAGTACTCGGAGAGCG
	3: 8793404-8793426
	148bp
	62.37

	PS491970R
	CCTTGCTGTTGTTGCTCTGCTT
	3: 8793551-7793573
	148bp
	62.16

	PS496434F
	TAGCCCCAAGCAGGATGACG
	3: 8801138-8801157
	92bp
	59.5

	PS496434R  
	TGTCGCTGCTGCTGTTGTTG
	3: 8801229-8801248
	92bp
	58.9

	PS336457F
	ATGGTCAGCGCCTGCTCTTT
	6: 690515-690535
	142bp
	62.48

	PS336457R
	ATTCGTCGCCCTGACTCGTG
	6: 690657-690677
	142bp
	62.54

	PS342862F
	ACCCAACGGAACGAACGTGA
	13: 1388549-1388569
	133bp
	62.83

	PS342862R
	AACGTTGACGCCAAAGGACG
	13: 1388681-1388701
	133bp
	61.77

	PS251859F
	CTCGAAACGGGCGCTACTCT
	13: 1398772-1398792
	88bp
	62.27

	PS251859R
	CCAGACGTTCTCGATCGTGGT
	13: 1398839-1398860
	88bp
	62.13



