Table S1. Strains and plasmids used in this study.

Strain or plasmid Relevant characteristics Source

Strain

X. oryzae pv. oryzicola

RS105 Predominant strain causing rice bacterial leaf streak in  (Zou et al.
China, Rif' 2006)

X. oryzae pv. oryzae

PX099” Wild-type, causal agent of bacterial blight of rice, (Song and
Philippines, race 6 Yang 2010)

Escherichia coli

DH5a FendAl, thi-1, recAl, ®80lacZ, AM15 TransGen,

China

BL21(DE3) FompT, hsdS20, gal TransGen

Agrobacterium tumefaciens

EHA105 C58, pTiBo542DT-DNA, Rif This lab

GVv3101 C58, pTic58DT-DNA, Rif" This lab

Saccharomyces cerevisiae

AH109 trp1-901, leu2-3, ura3-52, his3-200, gal44, gal804, This lab
LYS2::GALLUAS-GALL1TATA-HIS3,
GAL2as-GAL27arA-ADE2,
URA3::MEL1yas-MEL11ara-lacz

Plasmid

pKMS1 Km', 6400 bp, pUC18 polylinker, mob, oriV, sacB (Zou et al.

2011)

pGADT7 Activation domain (AD) of GAL4, HA epitope tag, Clontech
LEU2, Ap'

pGBKT7 Bait domain (BD) of GAL4, c-myc epitope tag, TRP1, Clontech
Km'

pGADT7-xopL xopL in Ndel/EcoRl site of pGADT7, Ap' This study

pGBKT7-xopL xopL in Ndel/EcoRl site of pGBKT7, Km' This study

PGADT7-xopL-LRR 5’ end / LRR domain (1-1344 bp / aa 1-448) of xopL This study
in Ndel/EcoRI site of pPGADT7, Ap'

pGADT7-xopL-XL 3’ end / XL domain (1345-1959 bp / aa 449-652), of This study
xopL in Ndel/EcoRl site of pGADT7, Ap'

pGBKT7-NbFd NbFd in pGBKT7 This study

pGBKT7-NbFdA2-51 3’ end (154-435 bp), C-terminus of NbFd in pGBKT7  This study

pHB Binary vector, 2X 35S promoter, 3>flag-tag upstream  (Mao et al.
of polylinker, Km' 2005)

pHB-xopL xopL in pHB; xopL cloned in frame with a 3xflag-tag,  This study
Km'

pHB-xopL-LRR 5’ end (1-1344 bp) of xopL in pHB This study




pSPYNE Binary vector with c-myc affinity tag and N terminus  (Walter et al.
of YFP, Km' 2004)
pSPYCE Binary vector with HA affinity tag and C-terminus of ~ (Walter et al.
YFP, Km' 2004)
pXopL-YN xopL in Xbal/Kpnl site of pSPYNE, Km' This study
pNbFd-YC NbFd in Xbal/Smal site of pSPYCE, Km' This study
pNbFda2-51-YC 5’ end (154-435 bp) of NbFd in pSPYCE This study
pYFP Binary vector with full-length YFP coding gene, (Maet al.
c-myc tag, Km' 2018)
pXopL-YFP xopL in Xbal/Kpnl site of pYFP, c-myc tag, Km' This study
pNbFd-YFP NbFd in Xbal/Smal site of pYFP, c-myc tag, Km' This study
PET30a pBR322 origin, lacl, double 6>His tag, Km' This lab
pET30a-NbFd NbFd in pET30a, overproduces NbFd:His-tag, Km' This study
pET30a-xopL xopL in pET30a, overproduces XopL:His-tag, Km' This study
pET4la pBR322 origin, lacl, GST tag, 6xHis tag, Km' This lab
pET41la-His Modified pET41a vector, produces GST-tagged This study
proteins without His-tag, Km'
pET41a-His-xopL xopL in pET41a, GST:XopL fusion, Km' This study
pRNAI Vector used to generate hairpin RNA molecules; (Limpens et
d35S:spacer:OCS; Ap' al. 2004)
PRNAI-2>NbFd Sense (s) and anti-sense (as) fragments of NbFd in This study
PRNAI; d35S-s-NbFd:spacer:as-Nbfd-OCS3; Ap'
pCAMBIA1300 Binary vector, 35S promoter, Km' This lab
pCA-2>NbFd 35S promoter, d35S-s-NbFd:spacer:as-Nbfd-OCS3 in  This study
pCAMBIA1300, Km'
pCA-NbFdHA 35S promoter, NbFd:NOS in pPCAMBIA1300, Km' This study
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