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Figure S1. The alignment of Imp amino acid sequences from different phytoplasmas. The alignment of Imp amino acid sequences from ROLP (WP_071345699.1), maize bushy stunt phytoplasma (WP_069028105.1), aster yellows phytoplasma (WP_130427454.1), rapeseed phyllody phytoplasma (QKX95641.1), chrysanthemum yellows phytoplasma (WP_034172217.1), 'Chrysanthemum coronarium' phytoplasma (WP_011160959.1), 'Elaeagnus angustifolia' witches’ broom phytoplasma (MBT1576836.1), porcelain vine witches’ broom phytoplasma (WP_219475381.1), mulberry dwarf phytoplasma (WP_227807050.1), and hydrangea phyllody phytoplasma (WP_212775527.1) was performed using DNAMAN. The amino acid sequences of polypeptide for IMP2 antibody generation were indicated by red box.
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[bookmark: _Hlk113273628]Figure S2. Electron micrographs showing multiplication of ROLPs in rice phloem to produce offspring. a ROLPs of various sizes associated with Imp-specific antibody. b–d Budding strategy used by ROLPs to produce offspring. Cellular protrusions of ROLPs (b) are gradually enlarged to initiate the formation of a bud (c). Offspring are then produced by fission at their junctions (d). CP, cellular protrusion. Scale bars, 100 nm.
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