Table S2. Shared Multilocus genotype detected in different regions of northwest China during the cropping season 2021.
	MLG1)
	Location2)

	
	East
	GS
	Midwest
	North
	NX
	QH
	SX
	Grand Total

	MLG-138
	1
	
	10
	
	
	
	
	11

	MLG-61
	
	1
	
	1
	3
	2
	
	7

	MLG-60
	
	3
	
	
	1
	3
	
	7

	MLG-132
	
	
	6
	
	
	
	
	6

	MLG-92
	
	
	
	5
	
	
	
	5

	MLG-19
	1
	
	2
	1
	1
	
	
	5

	MLG-17
	
	
	
	1
	2
	1
	1
	5

	MLG-62
	
	
	4
	
	
	
	
	4

	MLG-97
	
	
	
	3
	
	
	
	3

	MLG-95
	
	
	3
	
	
	
	
	3

	MLG-69
	
	2
	
	
	1
	
	
	3

	MLG-21
	
	
	2
	
	
	
	1
	3

	MLG-20
	
	
	2
	
	1
	
	
	3

	MLG-18
	
	
	1
	1
	
	1
	
	3

	MLG-137
	
	
	3
	
	
	
	
	3

	MLG-125
	1
	
	2
	
	
	
	
	3

	MLG-122
	2
	
	1
	
	
	
	
	3

	MLG-87
	
	
	
	2
	
	
	
	2

	MLG-81
	
	
	
	
	1
	
	1
	2

	MLG-77
	2
	
	
	
	
	
	
	2

	MLG-35
	
	1
	
	
	
	1
	
	2

	MLG-16
	
	
	
	
	
	2
	
	2

	MLG-150
	1
	
	1
	
	
	
	
	2

	MLG-143
	1
	
	1
	
	
	
	
	2

	MLG-141
	
	
	2
	
	
	
	
	2

	MLG-136
	
	
	1
	1
	
	
	
	2

	MLG-129
	
	
	2
	
	
	
	
	2

	MLG-124
	
	
	1
	1
	
	
	
	2

	MLG-102
	
	
	
	
	
	
	2
	2

	MLG-100
	
	
	1
	1
	
	
	
	2

	Grand Total
	18
	19
	85
	46
	19
	18
	27
	232

	Single MLG%
	50
	63.2
	47.1
	63.0
	47.4
	44.4
	81.5
	55.6


1) MLG=Multi-locus genotype.
2) North= Northwest Xinjiang, Midwest= Midwest Xinjiang,  East = East Xinjiang, SX= Shaanxi, QH= Qinghai, NX= Ningxia and GS= Gansu.
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