Additional file 2:
Table S1 Primers used in this study
	Primer
	[bookmark: _Hlk114753180]Sequence (5' – 3')

	GDA1-5F
	GACCTCGGGCTTACTGGCAAC

	GDA1-5R
	AAAAGGGATGAGGAACAAATGGTC

	GDA1-3F
	TTTACGAACGGCAACGACTTTT

	GDA1-3R
	GAATTCGCTATCGTTTGAGTCGC

	GDA1-5N
	CCGTTGTAGTGGCTGACCGAG

	GDA1-3N
	CATGGATGTATCACCGAGGCTAAT

	YND1-5F
	CCTGTTATCTCAGCTCCCTTCGTT

	YND1-5R
	TATTAATTGAAGGCTTGACGCTGA

	YND1-3F
	ACGCATATACCACGAATCATCTGA

	YND1-3R
	CGTAAATCTCCACTCTCGCATAGC

	YND1-5N
	TGACCTTGATTCGTTACCCCAGAT

	YND1-3N
	CGAAACGACAAAGCTAACAGACTCA

	GDA1-5F
	GACCTCGGGCTTACTGGCAAC

	GDA1-5R-GFP
	CACCGAAACCGTAGAGGGTACGAGCAATCTGGTTGACCTTGCAAG

	GDA1-3F-GFP
	GACCTCTACGCGCATGTTTGTGATTTTACGAACGGCAACGACTTTT

	GDA1-3R
	GAATTCGCTATCGTTTGAGTCGC

	GDA1-5N
	CCGTTGTAGTGGCTGACCGAG

	GDA1-3N
	CATGGATGTATCACCGAGGCTAAT

	GDA1-pIGPAPA-GFP-F
	CTTGCAAGGTCAACCAGATTGCTCGTACCCTCTACGGTTTCGGTG

	GDA1-HYG-F
	AAAAGTCGTTGCCGTTCGTAAAATCACAAACATGCGCGTAGAGGTC

	YND1-5F
	CCTGTTATCTCAGCTCCCTTCGTT

	YND1-5R-GFP
	CACCGAAACCGTAGAGGGTACGCTCATCTTCCTGCAAGGCCGT

	YND1-3F-GFP
	GACCTCTACGCGCATGTTTGTGATACGCATATACCACGAATCATCTGA

	YND1-3R
	CGTAAATCTCCACTCTCGCATAGC

	YND1-5N
	TGACCTTGATTCGTTACCCCAGAT

	YND1-3N
	CGAAACGACAAAGCTAACAGACTCA

	GDA1-pIGPAPA-GFP-F
	ACGGCCTTGCAGGAAGATGAGCGTACCCTCTACGGTTTCGGTG

	GDA1-HYG-F
	TCAGATGATTCGTGGTATATGCGTATCACAAACATGCGCGTAGAGGTC

	GDA1 with 5F
	GAGGGTGACTGTCCATTGTTGATT

	YND1 with 5F
	AGGGACATGCTGACCGTTGAC

	GDA1OE-5F-RP27
	TTTCGTAGGAACCCAATCTTCAAACTCCTCCAAGTCGCCCTCATTT

	GDA1OE-5R-GFP
	CCCGGTGAACAGCTCCTCGCCCTTGCTCACAGCAATCTGGTTGACCTTGCAAG

	YND1OE-5F-RP27
	TTTCGTAGGAACCCAATCTTCAAATACAATTTCAATCACCCCGTTATCG

	YND1OE-5R-GFP
	CCCGGTGAACAGCTCCTCGCCCTTGCTCACCTCATCTTCCTGCAAGGCCGT

	SFT2-RFP-F-RP27
	TTTCGTAGGAACCCAATCTTCAAACCCGTCCCTCTGGATCTACC

	SFT2-RFP-R-RP27
	GCCTCCGCCTCCGCCCCCAGTCATCCAGGCTGTTG

	RFP-F with STF2 tail
	GCCTGGATGACTGGGGGCGGAGGCGGAGGC

	RFP-R
	CCTGAATGTTGAGTGGAATGATTTACTTGTACAGCTCGTCCATGCCG

	RT-FgOST1-F
	CGGCCTACATCTACAACCCC

	RT-FgOST1-R
	CAGCGGAGCCAATGACAGTA

	RT-FgOST5-F
	TGCGAGTTCCTCTCCAGGTA

	RT-FgOST5-R
	CGAACAGAGGGTATCGGAGC

	RT-FgPMT1-F
	TTCGTCTTTACCACAGCCCC

	RT-FgPMT1-R
	TGGCATCACCCTCAAATCCC

	RT-FgPMT2-F
	TTCCTCCACGTTGGTCTTCG

	RT-FgPMT2-R
	CCTCGCTGCCATCGTAGAAT

	GDA1 OE_F_seq1
	CGATGCGCCAAGTCCTTCTC

	GDA1 OE_F_seq2
	CACTTGGGTTACGGTTTGATGG

	GDA1 OE_F_seq3
	CATCATTTGTAGTCTGCCCCTTCT

	GDA1 OE_F_seq4
	GACAAGCAGAAGAACGGCATCA

	GDA1 OE_R_seq1
	TCGCGAAAGGGAGATAAGATTG

	GDA1 OE_R_seq2
	GTCGACAACAGGGAAGGGGTAAT

	GDA1 OE_R_seq3
	TAGTGCGGTCGAAGAAGTAGGAGA

	GDA1 OE_R_seq4
	AGGGTCAGCTTGCCGTAGGTG

	YND1OE_seqF_1
	TACCAAAGCCTCAACAATCAGCG

	YND1OE_seqF_2
	TCCGAATACTGGCATACAACACAT

	YND1OE_seqF_3
	AGAGAGTGATGGAGGAGGGTGAC

	YND1OE_seqF_4
	GTCCAGGAGCGCACCATCTT

	YND1OE_seqR_1
	AGAAGAACCGGCGTCAAGAATAA

	YND1OE_seqR_2
	GAGCCAGGTCGCAGTGAAGA

	YND1OE_seqR_3
	TCCAGCGGCGTAGAGAACCAT

	YND1OE_seqR_4
	GGGCTGCCATTGCGACTC

	pFL7_RFP seqF1
	CCCCGTAATGCAGAAGAAGACC

	pFL7_RFP seqR1
	ATGTCGGCGGGGTGCTTCA

	Sft2-RFP seqF1
	ACTACTGCGAGGCCGTTTTGAT

	Sft2-RFP seqF2
	CCGCCAAGCTGAAGGTGA

	Sft2-RFP seqR1
	CAAACCAGCCCTCCTCCTCTT

	Sft2-RFP seqR2
	CCTCCGCCCCCAGTCATC

	Sft2-RFP seqR3
	CGGCATTCCACCGAGCAGG




