Table S1. Primer information for the 13 SSR markers used in this study.
	Locus
	Sequence of primer (5’–3’)
	Size range (bp)
	Motif
	Annealing temperature(℃)

	RJ3
	GCAGCACTGGCAGGTGG
GATGAATCAGGATGGCTCC
	203–205
	(TGG)8
	61

	RJ4
	GTGGGTTGGGCTGGAGTC
GCTAATCCATTCCACGCACC
	202–208
	(TGG)8
	58

	RJ18
	CTGCCCATGCTCTTCGTC
GATGAAGTGGGTGCTGCTG
	334–361
	(TGT)5
	59

	RJ20
	AGAAGATCGACGCACCCG
CCTCCGATTGGCTTAGGC
	284–292
	(CAG)4
	56

	RJ21
	TTCCTGGATTGAATTCGTCG
CAGTTCTCACTCGGACCCAG
	164–179
	(GTT)6
	55

	RJ24
	TTGCTGAGTAGTTTGCGGTGAG
CTCAAGCCCATCCTCCAACC
	274–301
	(GTT)5+9
	58


	RJ27
	CGTCCCGACTAATCTGGTCC
ATGAGTTAGTTTAGATCAGGTCGAC
	228–244
	(TC)10
	52

	CPS08
	GATAAGAAACAAGGGACAGC
CAGTGAACCCAATTACTCAG
	186–213
	(CAG)14
	56

	CPS09
	CGGGAGAAGACCTGAGC
AGAAAACGGAATGTAATGTG
	239–260
	(GTT)9
	55


	CPS10
	TCTACTGGGCAGACTGGTC
CGGTTTGTTTTGTCGTTTC
	321–333
	(TAG)8
	56

	CPS15
	GATGGGGAAAAGTAAGAAGT
GGTGGGGGATGTAAGTATGTA
	218–227
	(ATG)5
	56

	CPS34
	GTTGGCTACGAGTGGTCATC
TAACACTACACAAAAGGGGTC
	105–110
	(TTTGG)4
	56

	CPS36
	TCCAGGCAGTAAATCAGACGC
ATCAGCAGGTGTAGCCCCATC
	128–131
	(CTCTAG)3
	58





Table S2. Genetic diversity information based on 13 SSR primer pairs for Pst.

	Locus
	Number
of
alleles
	Evenness
	missing (%)
	Ho
	He

	CPS09
	17
	0.825
	1.25
	0.643
	0.691

	CPS09
	17
	0.825
	1.25
	0.643
	0.691

	CPS08
	9
	[bookmark: OLE_LINK21][bookmark: OLE_LINK30]0.730
	0.31
	0.310
	0.616

	CPS08
	9
	0.730
	0.31
	0.310
	0.616

	CPS34
	8
	0.772
	0.31
	0.441
	0.530

	CPS34
	8
	0.772
	0.31
	0.441
	0.530

	CPS36
	7
	0.513
	0.00
	0.297
	0.335

	CPS36
	7
	0.513
	0.00
	0.297
	0.335

	RJ3
	9
	0.862
	0.47
	0.299
	0.334

	RJ3
	9
	0.862
	0.47
	0.299
	0.334

	RJ4
	4
	0.418
	0
	0.004
	0.079

	RJ4
	4
	0.418
	0
	0.004
	0.079

	RJ18
	7
	0.781
	0.47
	0.471
	0.473

	RJ18
	7
	0.781
	0.47
	0.471
	0.473

	RJ20
	11
	0.609
	0.16
	0.379
	0.453

	RJ20
	11
	0.609
	0.16
	0.379
	0.453

	RJ21
	5
	0.667
	0.16
	0.007
	0.291

	RJ21
	5
	0.667
	0.16
	0.007
	0.291

	RJ24
	18
	0.747
	1.41
	0.650
	0.538

	RJ24
	18
	0.747
	1.41
	0.650
	0.538

	RJ27
	9
	0.697
	0.47
	0.194
	0.555

	RJ27
	9
	0.697
	0.47
	0.194
	0.555

	CPS10
	9
	0.801
	0.47
	0.020
	0.500

	CPS10
	9
	0.801
	0.47
	0.020
	0.500

	CPS15
	9
	0.687
	0.16
	0.577
	0.482

	CPS15
	9
	0.687
	0.16
	0.577
	0.482

	Mean
	9.308
	0.701
	0.43
	0.330
	0.456


Note: Ho, Observed heterozygosity, He, Expected heterozygosity.

Table S3. Statistical table of information on multilocus genotypes with a count greater than 1 (MLG ≥ 2).

	[bookmark: OLE_LINK33][bookmark: _Hlk214005128]MLG
	N
	SC_N
	SC_S
	YGP
	YN_YX
	GS
	SN
	SX_S
	SX_JZ
	NXP
	HuB_S_Jan
	HuB_Apr
	HN_N
	HN_S
	AH
	JS
	SD
	HeB
	IMAR

	[bookmark: _Hlk208823871]MLG.27
	2
	0
	0
	2
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	MLG.38
	2
	0
	0
	2
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	MLG.42
	2
	0
	0
	2
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	MLG.95
	2
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	2
	0
	0
	0
	0

	MLG.131
	2
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	2
	0
	0
	0
	0
	0

	MLG.159
	2
	0
	0
	0
	0
	0
	0
	0
	0
	2
	0
	0
	0
	0
	0
	0
	0
	0
	0

	MLG.182
	2
	0
	0
	0
	0
	0
	1
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0

	MLG.191
	2
	0
	0
	0
	0
	0
	0
	0
	0
	0
	2
	0
	0
	0
	0
	0
	0
	0
	0

	MLG.231
	2
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	0
	0
	1
	0

	MLG.248
	2
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1

	MLG.255
	2
	0
	0
	0
	0
	0
	0
	1
	0
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0

	MLG.269
	3
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	3
	0
	0
	0
	0
	0
	0

	MLG.271
	2
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	2
	0
	0
	0
	0
	0
	0

	MLG.275
	2
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	2
	0
	0
	0
	0
	0
	0

	MLG.300
	2
	0
	0
	0
	2
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	MLG.301
	2
	0
	0
	0
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	0

	MLG.306
	3
	0
	0
	0
	3
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	MLG.351
	4
	0
	1
	3
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	MLG.360
	2
	0
	0
	2
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	MLG.363
	2
	0
	0
	2
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	MLG.366
	2
	0
	0
	2
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	MLG.373
	3
	0
	0
	3
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	MLG.380
	6
	0
	1
	5
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	MLG.381
	2
	0
	0
	2
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	MLG.382
	6
	0
	5
	1
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	MLG.460
	2
	0
	0
	0
	0
	0
	0
	0
	0
	2
	0
	0
	0
	0
	0
	0
	0
	0
	0

	MLG.482
	2
	0
	0
	0
	0
	0
	0
	2
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	MLG.485
	2
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	2
	0
	0
	0
	0
	0
	0

	MLG.528
	2
	2
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0


Note: N, Number of multilocus genotypes.

[bookmark: _GoBack]Table S4. Analysis of molecular variance (AMOVA) within and among 18 Pst subpopulations.

	Source
	Degrees of
freedom
	Sum of
squares
	Mean squares
	Variance
components
	Percentage of
variation
	P value

	Between subpopulations
	17
	724.672
	42.628
	0.549
	15%
	0.001

	Between isolates within subpopulations
	627
	2502.782
	3.992
	0.959
	27%
	0.001

	Within subpopulations
	645
	1337.500
	2.074
	2.074
	58%
	0.001

	Total
	1289
	4564.954
	
	3.582
	100%
	





Table S5. Statistical table of meteorological data station information.

	Region
	Meteorological station
	Longitude (E)
	Latitude (N)
	Altitude (m)

	Gansu
	Yuzhong Station
	104.1500
	35.8667
	1874.4

	
	Gaolan Station
	103.9500
	36.3500
	1668.5

	
	Yongdeng Station
	103.2500
	36.7500
	2118.8

	
	Minxian Station
	104.0166
	34.4333
	2315.0

	
	Lintao
Station
	103.8700
	35.3700
	1893.8

	
	Anding Station
	104.6166
	35.5833
	1897.2

	
	Tongwei Station
	105.2333
	35.2166
	1769.8

	
	Longxi Station
	104.6500
	35.0000
	1728.2

	
	Zhangxian Station
	104.4667
	34.8500
	1883.3

	
	Weiyuan Station
	104.2000
	35.1333
	2111.0

	
	Maqu Station
	102.0833
	34.0000
	3471.4

	
	Hezuo Station
	102.9000
	35.0000
	2910.0

	
	Xiahe Station
	102.5000
	35.1833
	2948.3

	
	Luqu Station
	102.5000
	34.6000
	3190.6

	
	Lintan Station
	103.3500
	34.7000
	2810.2

	
	Zhuoni Station
	103.5000
	34.5833
	2592.1

	
	Diebu Station
	103.2333
	34.0667
	2374.2

	
	Zhouqu Station
	104.3667
	33.7833
	1400.0

	
	Wudu Station
	104.9167
	33.4000
	1079.1

	
	Wenxian Station
	104.6667
	32.9500
	1014.3

	
	Kangxian Station
	105.6000
	33.3333
	1221.2

	
	Lixian Station
	105.1833
	34.1833
	1404.8

	
	Chengxian Station
	105.7700
	33.7500
	970.0

	
	Huixian Station
	106.0700
	33.8000
	1003.3

	
	Liangdang Station
	106.3000
	33.9167
	961.4

	
	Dangchang Station
	104.3833
	34.0333
	1753.2

	
	Xihe Station
	105.3000
	34.0333
	1579.0

	
	Maiji Station
	105.8667
	34.5667
	1085.2

	
	Wushan Station
	104.8833
	34.7333
	1495.4

	
	Gangu Station
	105.3333
	34.7500
	1271.9

	
	Qinan Station
	105.6500
	34.8500
	1216.1

	
	Tianshui Station
	105.7500
	34.5800
	1141.6

	
	Qingshui Station
	106.1500
	34.7500
	1378.2

	
	Zhangjiachuan Station
	106.2000
	34.9833
	1664.5

	
	Kongtong Station
	106.6667
	35.5500
	1346.6

	
	Zhuanglang Station
	106.0667
	35.2167
	1631.2

	
	Lingtai Station
	107.6167
	35.0667
	966.6

	
	Jingchuan Station
	107.3500
	35.300
	1028.8

	
	Jingning Station
	105.7167
	35.5167
	1656.4

	
	Huating Station
	106.6167
	35.2000
	1477.6

	
	Chongxin Station
	107.0167
	35.3000
	1149.1

	
	Linxia Station
	103.1833
	35.5833
	1917.2

	
	Yongjing Station
	103.3000
	35.9667
	1648.0

	
	Dongxiang Station
	103.3833
	35.6833
	2421.0

	
	Guanghe Station
	103.5500
	35.4833
	1953.2

	
	Hezheng Station
	103.3333
	35.4167
	2162.8

	
	Kangle Station
	103.7167
	35.3667
	2015.8

	
	Lanzhou Station
	103.8833
	36.0500
	1517.2

	Guanzhong Plain
	Yangling Station
	108.0700
	34.2800
	506.0

	
	Wugong Station
	108.2300
	34.3700
	471.0

	Sichuan Basin
	Mianyang Station
	104.7300
	31.4500
	522.7

	Nanxiang Plain
	Nanyang Station
	112.4800
	33.1000
	180.6

	
	Xiangyang Station
	112.0800
	32.0000
	163.4

	Jianghan Plain
	Yichang Station
	111.3700
	30.7300
	256.5

	
	Jingzhou Station
	112.1500
	30.3500
	31.8



