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Lachnospiraceae FCS020 group

Desulfovibrio

Pirellula

[robable genus 10
achnospiraceae AC2044 group

Papillibacter

Flexilinea

Lachnospiraceae NK3A20 group

Mogibacterium

Quinella

Lachnoclostridium 10

Ruminococcaceae UCG-011

Prevotellaceae.NK3B31 group

Olsenella

Fretibacterium

Ruminococcus] gauvreauii group
achnospiraceae ND3007 group

Ruminiclostridium 9

Ruminococcus 2

Others

Prevotella 1

Rikenellaceae RC9 gut group

Prevotellaceae UCG-00

Prevotellaceae UCG-001

Ruminococcus 1

Christensenellaceae R-7 group

Ruminococcaceae NK4A214 group

Fibrobacter

Succinivibrio

Rhodococcus

Ruminococcaceae UCG-005

Ruminococcaceae UCG-014

kEubacterium] coprostanoligenes group
uminococcaceae UCG-01

Family XIll AD3011 group

Butyrivibrio 2

Pseudobutyrivibrio

Saccharofermentans

Lachnospiraceae XPB1014 group

Veillonellaceae UG-001

Prevotellaceae UCG-004

LEubacterlum] ruminantium group
araprevotella

Lachnospiraceae NK4A136 group
-1088-a5 gut grou
uminococcaceae UCG-002

Ruminococcaceae UCG-013

Erysipelotrichaceae UCG-004
Eubacterium] hallii group
ribacterium

Mycoplasma

Microbacterium

Moraxella

Alloprevotella

Acinetobacter

Clostridium sensu stricto 1

Bacillus

Ruminococcaceae UCG-008

Porphyromonas

Turicibacter

Bacteroides

Campylobacter

Fusobacterium

Anaeromyces

Neocallimastix

Orpinomyces

Caecomyces

Cyllamyces

Oontomyces

Methanosarcina mazei
Methanobrevibacter acididurans
Methanomicrobium mobile
Methanobacterium alkaliphilum
Group12 sp. 1ISO4-H5

Group9 sp. 1S04-G1
Methanobrevibacter ruminantium clade
Methanobrevibacter gottschalkii clade
Group10 sp.

Methanosphaera sp. 1ISO3-F5

Anaeromyces
Neocallimastix
Orpinomyces

Caecomyces

Cyllamyces

Oontomyces




