Additional file 1. Taxonomy of strains considered potentially pathogenic. We considered as potentially pathogenic strains every bacteria inside a genus described as pathogenic in one of the three sources. Information was extracted from PHI-base [1], FAPROTAX [2] and a review published by Benskin CMH, Wilson K, Jones K and Hartley IR [3].
	Domain
	Phylum
	Order
	Class
	Family
	Genus
	Species
	Source

	Bacteria
	 Firmicutes
	 Clostridia
	 Clostridiales
	 Clostridiaceae
	Clostridium_sensu_stricto_1
	PHI database

	Bacteria
	 Firmicutes
	 Bacilli
	 Lactobacillales
	 Enterococcaceae
	Enterococcus
	
	Benskin et al. 2009

	Bacteria
	 Firmicutes
	 Clostridia
	 Clostridiales
	 Clostridiaceae
	Clostridium_sensu_stricto_1
	 uncultured_bacterium
	PHI database

	Bacteria
	 Firmicutes
	 Clostridia
	 Clostridiales
	 Clostridiaceae
	Clostridium_sensu_stricto_1
	 uncultured_organism
	PHI database

	Bacteria
	 Firmicutes
	 Clostridia
	 Clostridiales
	 Clostridiaceae
	Clostridium_sensu_stricto_1
	 Clostridium_celatum
	PHI database

	Bacteria
	 Firmicutes
	 Clostridia
	 Clostridiales
	 Clostridiaceae
	Clostridium_sensu_stricto_7
	 uncultured_Clostridium
	PHI database

	Bacteria
	 Firmicutes
	 Clostridia
	 Clostridiales
	 Clostridiaceae
	Clostridium_sensu_stricto_9
	PHI database

	Bacteria
	 Proteobacteria
	 Gammaproteobacteria
	 Enterobacterales
	 Enterobacteriaceae
	Escherichia-Shigella
	
	PHI database

	Bacteria
	 Proteobacteria
	Gammaproteobacteria
	Pasteurellales
	 Pasteurellaceae
	
	
	Benskin et al. 2009

	Bacteria
	 Proteobacteria
	 Gammaproteobacteria
	 Pasteurellales
	 Pasteurellaceae
	
	Benskin et al. 2009

	Bacteria
	 Proteobacteria
	 Gammaproteobacteria
	 Pseudomonadales
	 Pseudomonadaceae
	Pseudomonas
	 Pseudomonas_caeni
	Benskin et al. 2009

	Bacteria
	 Proteobacteria
	 Gammaproteobacteria
	 Pseudomonadales
	 Pseudomonadaceae
	Pseudomonas
	
	Benskin et al. 2009

	Bacteria
	 Firmicutes
	 Bacilli
	 Staphylococcales
	 Staphylococcaceae
	Staphylococcus
	
	Benskin et al. 2009

	Bacteria
	 Firmicutes
	 Clostridia
	 Clostridiales
	 Clostridiaceae
	Clostridium_sensu_stricto_1
	 Clostridium_perfringens
	PHI database

	Bacteria
	 Proteobacteria
	 Gammaproteobacteria
	 Coxiellales
	 Coxiellaceae
	Coxiella
	
	FAPROTAX

	Bacteria
	 Verrucomicrobiota
	 Chlamydiae
	 Chlamydiales
	 cvE6
	cvE6
	 uncultured_Chlamydia
	FAPROTAX

	Bacteria
	 Proteobacteria
	 Gammaproteobacteria
	 Pasteurellales
	 Pasteurellaceae
	Haemophilus
	
	FAPROTAX

	Bacteria
	 Firmicutes
	 Bacilli
	 Lactobacillales
	 Listeriaceae
	Listeria
	
	Benskin et al. 2009

	Bacteria
	 Proteobacteria
	 Gammaproteobacteria
	 Enterobacterales
	 Yersiniaceae
	Serratia
	 Serratia_myotis
	Benskin et al. 2009

	Bacteria
	 Proteobacteria
	 Gammaproteobacteria
	 Enterobacterales
	 Yersiniaceae
	Serratia
	
	Benskin et al. 2009

	Bacteria
	 Firmicutes
	 Bacilli
	 Staphylococcales
	 Staphylococcaceae
	Staphylococcus
	 Staphylococcus_simulans
	Benskin et al. 2009

	Bacteria
	 Firmicutes
	 Bacilli
	 Lactobacillales
	 Streptococcaceae
	Streptococcus
	
	Benskin et al. 2009

	Bacteria
	 Firmicutes
	 Bacilli
	 Lactobacillales
	 Streptococcaceae
	Streptococcus
	 Streptococcus_alactolyticus
	Benskin et al. 2009

	Bacteria
	 Firmicutes
	 Bacilli
	 Lactobacillales
	 Streptococcaceae
	Streptococcus
	 Streptococcus_equi
	Benskin et al. 2009

	Bacteria
	 Proteobacteria
	 Gammaproteobacteria
	 Enterobacterales
	 Yersiniaceae
	Yersinia
	
	Benskin et al. 2009

	Bacteria
	 Chlamydiota
	 Chlamydiae
	 Chlamydiales
	 Parachlamydiaceae
	
	FAPROTAX
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