Supplementary Table 1 Manhattan Plot of Genome-Wide Association Analysis Based on 28 Microbial Genera
	Bacteria
	Point
	marker
	pos
	p-value
	effect
	maf

	Uncultured Porphyromonadaceae
	snp1
	ALGA0005264
	Chr1:100367368
	9.88E-07
	-0.36
	0.06

	Uncultured Prevotellaceae
	snp2
	ALGA0102558
	Chr2:137549863
	1.21E-05
	4.60
	0.18

	Uncultured Ruminococcaceae
	snp3
	ASGA0095157
	Chr3:71835301
	1.01E-05
	4.32
	0.07

	[bookmark: _Hlk196429832]Catenibacterium
	snp4
	ALGA0023925
	Chr4:20421922
	4.74E-08
	0.31
	0.08

	Uncultured Spirochaetes
	snp5
	ALGA0024411
	Chr4:31561317
	2.83E-06
	0.67
	0.07

	Campylobacter
	snp6
	ASGA0019043
	Chr4:9717675
	3.37E-07
	0.34
	0.07

	Uncultured Spirochaetaceae
	snp7
	H3GA0012646
	Chr4:41414658
	6.37E-06
	0.09
	0.38

	Uncultured Erysipelotrichales
	snp8
	ALGA0032063
	Chr5:57954132
	1.44E-05
	0.14
	0.34

	Faecalibacterium
	snp9
	ASGA0029716
	Chr6:149628115
	5.07E-08
	0.28
	0.09

	Streptococcus
	snp10
	ALGA0121567
	Chr6:96457173
	1.16E-05
	1.80
	0.12

	Succinivibrio
	snp11
	MARC0045526
	Chr6:30454852
	1.45E-05
	8.80
	0.08

	Uncultured Rikenellaceae
	snp12
	MARC0040638
	Chr6:6297206
	1.64E-05
	0.10
	0.13

	Uncultured Veillonellaceae
	snp13
	M1GA0009842
	Chr7:27310755
	8.46E-06
	0.30
	0.34

	Uncultured Lactobacillaceae
	snp14
	H3GA0022466
	Chr7:91773246
	1.83E-07
	0.12
	0.05

	[bookmark: _Hlk201521470]Uncultured Bacteroidaceae
	snp15
	ALGA0108473
	Chr8:14466320
	9.37E-06
	0.11
	0.10

	Uncultured Peptococcaceae 2
	snp16
	ALGA0110350
	Chr9:127493634
	2.66E-06
	0.37
	0.13

	Anaerovibrio
	snp17
	INRA0036645
	Chr11:53145172
	4.26E-07
	0.15
	0.10

	Mitsuokella
	snp18
	MARC0089033
	Chr11:10420321
	6.73E-06
	0.15
	0.06

	Prevotella
	snp19
	MARC0049750
	Chr11:51896400
	1.68E-05
	3.30
	0.08

	Roseburia
	snp20
	ASGA0050925
	Chr11:51681447
	1.04E-05
	0.43
	0.26

	Clostridium sensu stricto
	snp21
	ALGA0073771
	Chr13:199970348
	2.12E-05
	3.69
	0.14

	Alloprevotella
	snp22
	MARC0059412
	Chr14:12764333
	1.45E-05
	0.12
	0.07

	Turicibacter
	snp23
	ALGA0075023
	Chr14:9394510
	1.48E-05
	1.00
	0.11

	Uncultured Spirochaetales
	snp24
	DRGA0016411
	Chr16:75596190
	1.08E-05
	0.16
	0.05

	Uncultured Succinivibrionaceae
	snp25
	ALGA0088880
	Chr16:6366044
	6.05E-07
	0.26
	0.06

	Uncultured Bacteroidetes
	snp26
	H3GA0045791
	Chr16:2832731
	1.80E-05
	-4.28
	0.50

	Corynebacterium
	snp27
	ASGA0077868
	Chr17:55136812
	1.29E-05
	0.29
	0.09

	Treponema
	snp28
	ALGA0097585
	Chr18:25247056
	1.87E-06
	0.31
	0.08






