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Fig. 1 Pedigree of family 1 where the R161X (c.481C>T) mutation is being segregated (VHL Type 1).
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Fig. 2 Pedigree of family 2 where the D121G (c.362A>G) mutation is being segregated (VHL Type 2).
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Fig. 3 Pedigree of family 3 where the D121G (c.362A>G) mutation is being segregated (VHL Type 2).
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Fig. 4 Pedigree of family 4 where the $183X (c.548C>A) mutation is being segregated (VHL Type 1).
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Fig. 5 Pedigree of family 5 where the c.463+2T>C mutation is being segregated (VHL Type 2).
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Fig. 6 Pedigree of family 6 where the R167W (c.499C>T) mutation is being segregated (VHL Type 2).
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Fig. 7 Pedigree of family 7 where the C162W (c.486C>G) mutation is being segregated (VHL Type 1).



