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Overview :

AOA1UBCPJ4:Domain S — ) } o 5 :
" I 2‘0 I lD S(I)O 660 7&3 8(')0 ;
63 128
tr|/AOALUBCPJ4|AOAIUBCPI4 MESAU = = = = = = = = A SVASHMSSGGGRGACLEQAAEKAARMEQTMRGT - - - - - - - - 50
trID3ZURSID3ZUR6 RAT = = = = = = = = I - I I I SSGGGRGACLEQAAENASRMEQTMRGT - - - - - - - - 50
tr/AOA6PSPOW3|AOA6PSPOW3_MUSCR = = = = = = = = = = = = = = = = = = = = = = = = = = = = = = = = = = == - - fPp - - - - - - -MRGT - ------- 10
tr|AOA3Q7RGI2|AOA3Q7RGI2_ VULVU ERPD-G AQ TSEPSGS SSGGGGGASP 95
tr|/AOABB7TI48|AOABB7TI48 HIPAR = = = = = = = = AQ ASSPSG SSRGGGGASP 56
tr/AOAIU7SWEL|AOALU7SWEL CARSF = = = = = = = = AQ E SsSEssbs SSGGGGGASP 56
tr|[ADA671DLH5|AOA671DLH5 RHIFE = = = = = = = = AQ AASSSGS SS.GGGGAS S 56
tr|/AOA8B7G6G7|AOABB7G6G7 MICMU = = = = = = = = AQ TSLSSGSAA SLGGRGGALP 56
trIM3Z8F6|M3Z8F6 MUSPF = = = = = = = = AQ - - PSGS SSGGGGGASP 54
tr|AOAQVIF3S2/A0APVIFIS2PANPR = = = = = = = = = e e e e e c e eoececocomeccocmennmsooen==-=

tr|AOASJOAANSIAOAGJOAANS ACIJIB. =~ = = = = = = = = = = = = = = = = = = = = = = = = = = = = = = = = = = = = = =




tr|[AOA6JOAAN3|AOA6JOAANS_ACLIB
tr|[AOA6P6IP81|AOA6P6IP81_PUMCO
tr|[AOASF5XDT6|AOASFSXDT6_FELCA
tr|/AOABC8XJQ7|AOA8C8XJQ7_PANLE
tr|[AOA9V1F3S3|AOA9V1F3S3_PANPR
tr|/AOA9W2UN31|AOA9W2UN31_PANPR
tr|[AOA2K5V8N8|AOA2K5V8N8_MACFA
tr|/AOAOD9SAIO|AOAOD9SAIO_CHLSB
tr|AOA2KSKTZ6|A0OA2K5KTZ6_CERAT
tr|AOA2K6CWU2|A0A2K6CWU2_ MACNE
tr|[AOA5F7Z909|A0A5F7Z909_MACMU
tr|AOA2KSYTS6|A0A2K5YTS6_MANLE
tr|/AOAAJ7MOZ6|AOAAI7MOZ6_RHIBE
tr|[H2PVS9|H2PVS9_PONAB

% sp|Q70EK9|UBP51_ HUMAN

tr|G1SA35|G1SA35 NOMLE
tr|AOA2KSEOW2|AOA2K5SEOW2_AOTNA
tr|[F7GUEO|F7GUEO_CALJA
tr/ADA1S3GQW2|AOA1S3GQW2_DIPOR
tr|AOA1S3GSF4|AOA1S3GSF4_DIPOR
tr|/AOA452VID2|AOA452VID2_URSMA
tr|AOA6J2E5M1|AOA6J2E5M1_ZALCA
tr|AOA2U3XQB6|AOA2U3XQB6_LEPWE
tr|AOA7F8QTC4|AOA7F8QTCA_LEPWE
tr|AOA2Y9HY26|AOA2Y9HY26_NEOSC
tr|/AOA452QLS2|AOA452QLS2_URSAM
tr|GIMLV1|GIMLV1_ AILME
tr|AOASD2DNVO|AOASD2DNVO_SCIVU
tr/AOA8BD2GQ30|A0ASD2GQ30_UROPR
tr/I3MRB9|I3MRB9_ICTTR
tr/AOAAJ7BEO9|AOAAJ7BEO9_ MARMA
tr|G1TIF6|G1TIF6_RABIT
tr|AOA6P6C2T1|AOA6P6C2T1_PTEVA
tr|AOA6P6C2Z5|AOA6P6C2Z5_PTEVA
tr|[FARTR5|F1RTR5_PIG
tr|G1PSZ3|G1PSZ3_MYOLU
tr|AOABC3WYV4|AOASC3WYV4 9CETA
tr|/AOA6J3AA19|AOAGJ3AAL9_VICPA
tr/AOA9W3H1D1|AOA9W3H1D1 CAMBA

PSGSGA SGGGGGASP
PSGSGA SGGGGGASP
PSGSGA SGGGGGASP
PSGSGA SGGGGGASP
PSGSGA SGGGGGASP
PSGSGA SGGGGGASP

>>>>>>

PSGSGA SGGGGGASPEEA AAAGA - - TKASS A
PSGSG SGGGGGASPEEA AAAGA - - TKASS A
PSGSGA SGGGGGAS A AAAGA - - TKASS A
PSGSGARWSSGGGGGASPEEA AAGA - - TKASHBGQEA
PSGSGARWSSGGGGGASPEEA AAGA - - TKASHNGQEA
Ss AGLSSGGGGGASEEQA-A IA.GT-AQT A-IQIA
SS AGLSSGGGGGASEEQA- AMGT - AQTHNA - MQEA

--SPSGS SSGGGGGASP
--SPSGS SSGGGGGASP
--SPSGS SSGGGGGASP
--SPSGS SSGGGGGASP

>>>>

PSGS SSGSGGGASP
SSRS SSGGGGGASQ
SSSS TSGGGGGASQ
SSSS TSGGGGGASQ

ASSESGS SSRVGGGASP
ASLPSGS SSGGGGGALP
ASLPSGS SSGGGGGALP

ASLPLGS SSGDGRGASP
ASLPSAS SSGGRGGASP
SSLPSGS SSGDGVMGASP
ASLPSGS GSSGGGGGASP
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