Sequencing results of the clone AcRBD-sfGFP-V
>pFastDual-VSV-TMSS v7_pFASTBAC-R-5HD370-11108153806
[bookmark: _GoBack]TGGACTTCTCGAACAAGCTTTTACTTTCCAAGTCGGTTCATCTCTATGTCTGTATAAATCTGTCTTTTCTTGGTGTGCTTTAATTTAATGCAAAGATGGATACCAACTCGGAGAACCAAGAATAGTCCAATGATTAACCCTATGATAAAGAAAAAAGAGGCAATAGAGCTTTTCCAACTACTGAACCAACCTCTAGATTCGAAAGCGGCCGCGACTAGTGAGCTCGTCGACGTAGGCCTTTGAATTCGCAATTCACCCCAATGAATAAAAAGGCTAAGTACAAAAGGCACTTCATGGATCCGCGCCCGATGGTGGGACGGTATGAATAATCCGGAATATTTATAGGTTTTTTTATTACAAAACTGTTACGAAAACAGTAAAATACTTATTTATTTGCGAGATGGTTATCATTTTAATTATCTCCATGATCTATTAATATTCCGGAGTATACGGACCTTTAATTCAACCCAACACAATATATTATAGTTAAATAAGAATTATTATCAAATCATTTGTATATTAATTAAAATACTATACTGTAAATTACATTTTATTTACAATCACTCGACGAAGACTTGATCACCCGGGATCTCGAGCCATGGTGCTAGCAGCTGATGCATAGCATGCGGTACCGGGAGATGGGGGAGGCTAACTGAAACACGGAAGGAGACAATACCGGAAGGAACCCGCGCTATGACGGCAATAAAAAGACAGAATAAAACGCACGGGTGTTGGGTCGTTTGTTCATAAACGCGGGGTTCGGTCCCAGGGCTGGCACTCTGTCGATACCCCACCGAGACCCCATTGGGACCAATACGCCCGCGTTTCTTCCTTTTCCCCACCCCAACCCCCAAGTTCGGGTGAAGGCCCAGGGCTCGCAGCCAACGTCGGGGCGGCAAGCCCTGCCATAGCCACTACGGGTACGTAGCCAACCACTAGAACTATAGCTAGAGTCCTGGGCGAACAAACGATGCTCGCCTTCCAGAAAACCGAGGATGCGAACCACTTCATCCGGGGTCAGCACCACCGGCAAGCGCCGCGACGGCCGAGGTCTACCGATCTCCTGAAGCAAGGGCAGATCCGTGCACAGCACCTTGCCGTAGAAGAACAGCAAGGCCGCCAATGCCTGACGATGCGTGGAGACCGAAACCTTGCGCTCGTTCGCCAGCCAGGACAGAAATGCCTCGACTTCGCTGCTGCCCAAGGTTGCCGGGTGACGC
Using the universal primer pFASTBAC-R the sequence revealed the mature domain sequence (transmembrane and cytoplasmic domain) being cloned in the right position between XbaI/HindIII without any mutation (highlighted in yellow). Also the VSV-G signal sequence was cloned between the BamHI/EcoRI (highlighted in red).

>pFastDualvsvgTMSS RPDGFP_pFASTBAC-R-5HD372-11108153806
AACCGGATTCTCGACAAGCTTTTACTTTCCAAGTCGGTTCATCTCTATGTCTGTATAAATCTGTCTTTTCTTGGTGTGCTTTAATTTAATGCAAAGATGGATACCAACTCGGAGAACCAAGAATAGTCCAATGATTAACCCTATGATAAAGAAAAAAGAGGCAATAGAGCTTTTCCAACTACTGAACCAACCTCTAGATTTGTAGAGCTCATCCATGCCATGTGTAATCCCAGCAGCAGTTACAAACTCAAGAAGGACCATGTGGTCACGCTTTTCGTTGGGATCTTTCGAAAGGACAGATTGTGTCGACAGGTAATGGTTGTCTGGTAAAAGGACAGGGCCATCGCCAATTGGAGTATTTTGTTGATAATGGTCTGCTAGTTGAACGGAACCATCTTCAACGTTGTGGCGAATTTTGAAGTTAGCTTTGATTCCATTCTTTTGTTTGTCTGCCGTGATGTATACATTGTGTGAGTTAAAGTTGTACTCCAGTTTGTGTCCGAGAATGTTTCCATCTTCTTTAAAATCAATACCTTTTAACTCGATACGATTAACAAGGGTATCACCTTCAAACTTGACTTCAGCACGCGTCTTGTAGGTCCCGTCATCTTTGAAAGATATAGTGCGTTCCTGTACATAACCTTCGGGCATGGCACTCTTGAAAAAGTCATGCCGTTTCATGTGATCCGGATAACGGGAAAAGCATTGAACACCATAGGTCAGAGTAGTGACAAGTGTTGGCCATGGAACAGGTAGTTTTCCAGTAGTGCAAATAAATTTAAGGGTGAGTTTTCCGTTTGTAGCATCACCTTCACCCTCTCCACGGACAGAAAATTTGTGCCCATTAACATCACCATCTAATTCAACAAGAATTGGGACAACTCCAGTGAAAAGTTCTTCTCCTTTGGAACCACCACTACCGGACCCACCGGATCCCTTTTTGGGCCCACAAACTGTAGCCGGGGCGTGGAGGAGCTCAAAGGACAATACTACCACTCTATAAGGTTGAAACCCCACTCCGTTTGTTGGTTGAAAGCCATAAGATTGAAGAAGAAAG
After cloning the RBDsfGFP in the previous cloning vector pFastDual-VSV-TMSS, the plasmid was sent for sequencing. Using the universal primer pFASTBAC-R the sequence revealed the mature domain sequence (transmembrane and cytoplasmic domain) being cloned in the right position between XbaI/HindIII without any mutation (highlighted in yellow). Moreover, the RBDsfGFP was cloned successfully between XbaI/EcoRI (highlighted in green).


Sequencing results of the clone 


AcRBD


-


sfGFP


-


V


 


>pFastDual


-


VSV


-


TMSS v7_pFASTBAC


-


R


-


5HD370


-


11108153806


 


TGGACTTCTCGAACAAGCTT


TTACTTTCCAAGTCGGTTCATCTCTATGTCTGTATAAATCTGTCTTTTCTTGGTGTGC


TTTAATTTAATGCAAAGATGGATACCAACTCGGAGAACCAAGAATAGTCCAATGATTAACCCTATGATAAAGAAAA


AAG


AGGCAATAGAGCTTTTCCAACTACTGAACCAACC


TCTAGA


TTCGAAAGCGGCCGCGACTAGTGAGCTCGTCG


ACGTAGGCCTTTGAATTC


GCAATTCACCCCAATGAATAAAAAGGCTAAGTACAAAAGGCACTTCAT


GGATCC


GCGC


CCGATGGTGGGACGGTATGAATAATCCGGAATATTTATAGGTTTTTTTATTACAAAACTGTTACGAAAACAGTAAA


ATACTTATTTATTTGCGAGATGGTTATCATTT


TAATTATCTCCATGATCTATTAATATTCCGGAGTATACGGACCTTT


AATTCAACCCAACACAATATATTATAGTTAAATAAGAATTATTATCAAATCATTTGTATATTAATTAAAATACTATAC


TGTAAATTACATTTTATTTACAATCACTCGACGAAGACTTGATCACCCGGGATCTCGAGCCATGGTGCTAGCAGCT


GATGCATAGCATGCGGTACCGGGAGATGGGGGAGGCTAACTGAAACACGGAAGGAG


ACAATACCGGAAGGAAC


CCGCGCTATGACGGCAATAAAAAGACAGAATAAAACGCACGGGTGTTGGGTCGTTTGTTCATAAACGCGGGGTTC


GGTCCCAGGGCTGGCACTCTGTCGATACCCCACCGAGACCCCATTGGGACCAATACGCCCGCGTTTCTTCCTTTTCC


CCACCCCAACCCCCAAGTTCGGGTGAAGGCCCAGGGCTCGCAGCCAACGTCGGGGCGGCAAGCCCTGCCATAGCC


ACTACGGGTACG


TAGCCAACCACTAGAACTATAGCTAGAGTCCTGGGCGAACAAACGATGCTCGCCTTCCAGAAA


ACCGAGGATGCGAACCACTTCATCCGGGGTCAGCACCACCGGCAAGCGCCGCGACGGCCGAGGTCTACCGATCTC


CTGAAGCAAGGGCAGATCCGTGCACAGCACCTTGCCGTAGAAGAACAGCAAGGCCGCCAATGCCTGACGATGCG


TGGAGACCGAAACCTTGCGCTCGTTCGCCAGCCAGGACAGAAAT


GCCTCGACTTCGCTGCTGCCCAAGGTTGCCG


GGTGACGC


 


Using the universal primer 


pFASTBAC


-


R


 


the sequence revealed the 


mature domain sequence


 


(transmembrane and cytoplasmic domain) being cloned in the right p


osition between 


XbaI/HindIII


 


without any mutation (highlighted 


in 


yellow


). Also the 


VSV


-


G


 


signal sequence was cloned 


between the 


BamHI/EcoRI


 


(highlighted in red).


 


 


>pFastDualvsvgTMSS RPDGFP_pFASTBAC


-


R


-


5HD372


-


11108153806


 


AACCGGATTCTCGACAAGCTT


TTACTTTCCAAGTCGGTTCATCTCTATGTCTGTATAAATCTGTCTTTTCTTGGTGTG


CTTTAATTTAATGCAAAGATG


GATACCAACTCGGAGAACCAAGAATAGTCCAATGATTAACCCTATGATAAAGAAA


AAAGAGGCAATAGAGCTTTTCCAACTACTGAACCAACC


TCTAGA


TTTGTAGAGCTCATCCATGCCATGTGTAATCCC


AGCAGCAGTTACAAACTCAAGAAGGACCATGTGGTCACGCTTTTCGTTGGGATCTTTCGAAAGGACAGATTGTGTC


GACAGGTAATGGTTGTCTGGTAAAAGGACAGGGCCATCGCCAATTGGA


GTATTTTGTTGATAATGGTCTGCTAGTT


GAACGGAACCATCTTCAACGTTGTGGCGAATTTTGAAGTTAGCTTTGATTCCATTCTTTTGTTTGTCTGCCGTGATG


TATACATTGTGTGAGTTAAAGTTGTACTCCAGTTTGTGTCCGAGAATGTTTCCATCTTCTTTAAAATCAATACCTTTT


AACTCGATACGATTAACAAGGGTATCACCTTCAAACTTGACTTCAGCACGCGTCTTGTAGGTCCCGTCATCTT


TGAA


AGATATAGTGCGTTCCTGTACATAACCTTCGGGCATGGCACTCTTGAAAAAGTCATGCCGTTTCATGTGATCCGGA


TAACGGGAAAAGCATTGAACACCATAGGTCAGAGTAGTGACAAGTGTTGGCCATGGAACAGGTAGTTTTCCAGTA


GTGCAAATAAATTTAAGGGTGAGTTTTCCGTTTGTAGCATCACCTTCACCCTCTCCACGGACAGAAAATTTGTGCCC


ATTAACATCACCATCTAATTCAAC


AAGAATTGGGACAACTCCAGTGAAAAGTTCTTCTCCTTTGGAACCACCACTAC


CGGACCCACCGGATCCCTTTTTGGGCCCACAAACTGTAGCCGGGGCGTGGAGGAGCTCAAAGGACAATACTACCA


CTCTATAAGGTTGAAACCCCACTCCGTTTGTTGGTTGAAAGCCATAAGATTGAAGAAGAAAG


 




Sequencing results of the clone  AcRBD - sfGFP - V   >pFastDual - VSV - TMSS v7_pFASTBAC - R - 5HD370 - 11108153806   TGGACTTCTCGAACAAGCTT TTACTTTCCAAGTCGGTTCATCTCTATGTCTGTATAAATCTGTCTTTTCTTGGTGTGC TTTAATTTAATGCAAAGATGGATACCAACTCGGAGAACCAAGAATAGTCCAATGATTAACCCTATGATAAAGAAAA AAG AGGCAATAGAGCTTTTCCAACTACTGAACCAACC TCTAGA TTCGAAAGCGGCCGCGACTAGTGAGCTCGTCG ACGTAGGCCTTTGAATTC GCAATTCACCCCAATGAATAAAAAGGCTAAGTACAAAAGGCACTTCAT GGATCC GCGC CCGATGGTGGGACGGTATGAATAATCCGGAATATTTATAGGTTTTTTTATTACAAAACTGTTACGAAAACAGTAAA ATACTTATTTATTTGCGAGATGGTTATCATTT TAATTATCTCCATGATCTATTAATATTCCGGAGTATACGGACCTTT AATTCAACCCAACACAATATATTATAGTTAAATAAGAATTATTATCAAATCATTTGTATATTAATTAAAATACTATAC TGTAAATTACATTTTATTTACAATCACTCGACGAAGACTTGATCACCCGGGATCTCGAGCCATGGTGCTAGCAGCT GATGCATAGCATGCGGTACCGGGAGATGGGGGAGGCTAACTGAAACACGGAAGGAG ACAATACCGGAAGGAAC CCGCGCTATGACGGCAATAAAAAGACAGAATAAAACGCACGGGTGTTGGGTCGTTTGTTCATAAACGCGGGGTTC GGTCCCAGGGCTGGCACTCTGTCGATACCCCACCGAGACCCCATTGGGACCAATACGCCCGCGTTTCTTCCTTTTCC CCACCCCAACCCCCAAGTTCGGGTGAAGGCCCAGGGCTCGCAGCCAACGTCGGGGCGGCAAGCCCTGCCATAGCC ACTACGGGTACG TAGCCAACCACTAGAACTATAGCTAGAGTCCTGGGCGAACAAACGATGCTCGCCTTCCAGAAA ACCGAGGATGCGAACCACTTCATCCGGGGTCAGCACCACCGGCAAGCGCCGCGACGGCCGAGGTCTACCGATCTC CTGAAGCAAGGGCAGATCCGTGCACAGCACCTTGCCGTAGAAGAACAGCAAGGCCGCCAATGCCTGACGATGCG TGGAGACCGAAACCTTGCGCTCGTTCGCCAGCCAGGACAGAAAT GCCTCGACTTCGCTGCTGCCCAAGGTTGCCG GGTGACGC   Using the universal primer  pFASTBAC - R   the sequence revealed the  mature domain sequence   (transmembrane and cytoplasmic domain) being cloned in the right p osition between  XbaI/HindIII   without any mutation (highlighted  in  yellow ). Also the  VSV - G   signal sequence was cloned  between the  BamHI/EcoRI   (highlighted in red).     >pFastDualvsvgTMSS RPDGFP_pFASTBAC - R - 5HD372 - 11108153806   AACCGGATTCTCGACAAGCTT TTACTTTCCAAGTCGGTTCATCTCTATGTCTGTATAAATCTGTCTTTTCTTGGTGTG CTTTAATTTAATGCAAAGATG GATACCAACTCGGAGAACCAAGAATAGTCCAATGATTAACCCTATGATAAAGAAA AAAGAGGCAATAGAGCTTTTCCAACTACTGAACCAACC TCTAGA TTTGTAGAGCTCATCCATGCCATGTGTAATCCC AGCAGCAGTTACAAACTCAAGAAGGACCATGTGGTCACGCTTTTCGTTGGGATCTTTCGAAAGGACAGATTGTGTC GACAGGTAATGGTTGTCTGGTAAAAGGACAGGGCCATCGCCAATTGGA GTATTTTGTTGATAATGGTCTGCTAGTT GAACGGAACCATCTTCAACGTTGTGGCGAATTTTGAAGTTAGCTTTGATTCCATTCTTTTGTTTGTCTGCCGTGATG TATACATTGTGTGAGTTAAAGTTGTACTCCAGTTTGTGTCCGAGAATGTTTCCATCTTCTTTAAAATCAATACCTTTT AACTCGATACGATTAACAAGGGTATCACCTTCAAACTTGACTTCAGCACGCGTCTTGTAGGTCCCGTCATCTT TGAA AGATATAGTGCGTTCCTGTACATAACCTTCGGGCATGGCACTCTTGAAAAAGTCATGCCGTTTCATGTGATCCGGA TAACGGGAAAAGCATTGAACACCATAGGTCAGAGTAGTGACAAGTGTTGGCCATGGAACAGGTAGTTTTCCAGTA GTGCAAATAAATTTAAGGGTGAGTTTTCCGTTTGTAGCATCACCTTCACCCTCTCCACGGACAGAAAATTTGTGCCC ATTAACATCACCATCTAATTCAAC AAGAATTGGGACAACTCCAGTGAAAAGTTCTTCTCCTTTGGAACCACCACTAC CGGACCCACCGGATCCCTTTTTGGGCCCACAAACTGTAGCCGGGGCGTGGAGGAGCTCAAAGGACAATACTACCA CTCTATAAGGTTGAAACCCCACTCCGTTTGTTGGTTGAAAGCCATAAGATTGAAGAAGAAAG  

