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Fig. S1. SEC-MALS assay of the SARS-CoV-2 N-CTD.

The size exclusion chromatography coupled to multi-angle light scattering (SEC-
MALS) assay was performed to determine the molecular mass (M. M) of the SARS-
CoV-2 N-CTD in solution. The M. M is 26.8 0.7 kD (indicated by the red arrow; the
theoretical N-CTD dimer is ~26.7 kD). LS: light scattering; dRI: differential refractive

index.



