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Supplementary Fig 1: EMSA analysis of NFL or N182-419 binding with SARS-CoV-2 5' UTR, PS9, PS576, PS100 and PS97. SARS-CoV-2 5' UTR, PS9, PS576, PS100 or PS97 (9 pmol) and NFL protein or N182-419 were combined at a ratio of 1:1, 1:2, 1:4, 1:8. After incubation at 37°C for 30 min, detect with 6% or 1% Native PAGE gel.
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Supplementary Fig 2: LLPS analysis of different N constructs in the presence and absence of viral 5' UTR. a-b N45-419, N45-364, N45-246, N45-181, N182-364, N247-419 and N247-364 undergo phase separation to form variable droplets (a) without SARS-CoV-2 5' UTR and (b) with 5' UTR colocalized in the droplets. Scale bars, 10 µm.

Supplementary Table 1: RNA sequences used in this study

	Name
	Sequence (5'-3')

	5' UTR
	AUUAAAGGUUUAUACCUUCCCAGGUAACAAACCAACCAACUUUCGAUCUCUUGUAGAUCUGUUCUCUAAACGAACUUUAAAAUCUGUGUGGCUGUCACUCGGCUGCAUGCUUAGUGCACUCACGCAGUAUAAUUAAUAACUAAUUACUGUCGUUGACAGGACACGAGUAACUCGUCUAUCUUCUGCAGGCUGCUUACGGUUUCGUCCGUGUUGCAGCCGAUCAUCAGCACAUCUAGGUUUCGUCCGGGUGUGACCGAAAGGUAAGAUGGAGAGCCUUGUCCCUGGUUUCAACGAGAAAACACACGUCCAACUCAGUUUGCCUGUUUUACAGGUUCGCGACGUGCUCGUACGUGGCUUUGGAGACUCCGUGGAGGAGGUCUUAUCAGAGGCACGUCAACAUCUUAAAGAUGGCACUUGUGGCUUAGUAGAAGUUGAAAAAGGCGUUUUGCCUCAACUUGAACAGCCCUAUGUGUUCAUC

	3' UTR
	ACUCAUGCAGACCACACAAGGCAGAUGGGCUAUAUAAACGUUUUCGCUUUUCCGUUUACGAUAUAUAGUCUACUCUUGUGCAGAAUGAAUUCUCGUAACUACAUAGCACAAGUAGAUGUAGUUAACUUUAAUCUCACAUAGCAAUCUUUAAUCAGUGUGUAACAUUAGGGAGGACUUGAAAGAGCCACCACAUUUUCACCGAGGCCACGCGGAGUACGAUCGAGUGUACAGUGAACAAUGCUAGGGAGAGCUGCCUAUAUGGAAGAGCCCUAAUGUGUAAAAUUAAUUUUAGUAGUGCUAUCCCCAUGUGAUUUUAAUAGCUUCUUAGGAGAAUGAC

	PS9
	UCUGUAGGUCCCAAACAAGCUAGUCUUAAUGGAGUCACAUUAAUUGGAGAAGCCGUAAAAACACAGUUCAAUUAUUAUAAGAAAGUUGAUGGUGUUGUCCAACAAUUACCUGAAACUUACUUUACUCAGAGUAGAAAUUUACAAGAAUUUAAACCCAGGAGUCAAAUGGAAAUUGAUUUCUUAGAAUUAGCUAUGGAUGAAUUCAUUGAACGGUAUAAAUUAGAAGGCUAUGCCUUCGAACAUAUCGUUUAUGGAGAUUUUAGUCAUAGUCAGUUAGGUGGUUUACAUCUACUGAUUGGACUAGCUAAACGUUUUAAGGAAUCACCUUUUGAAUUAGAAGAUUUUAUUCCUAUGGACAGUACAGUUAAAAACUAUUUCAUAACAGAUGCGCAAACAGGUUCAUCUAAGUGUGUGUGUUCUGUUAUUGAUUUAUUACUUGAUGAUUUUGUUGAAAUAAUAAAAUCCCAAGAUUUAUCUGUAGUUUCUAAGGUUGUCAAAGUGACUAUUGACUAUACAGAAAUUUCAUUUAUGCUUUGGUGUAAAGAUGGCCAUGUAGAAACAUUUUACCCAAAAUUACAAUCUAGUCAAGCGUGGCAACCGGGUGUUGCUAUGCCUAAUCUUUACAAAAUGCAAAGAAUGCUAUUAGAAAAGUGUGACCUUCAAAAUUAUGGUGAUAGUGCAACAUUACCUAAAGGCAUAAUGAUGAAUGUCGCAAAAUAUACUCAACUGUGUCAAUAUUUAAACACAUUAACAUUAGCUGUACCCUAUAAUAUGAGAGUUAUACAUUUUGGUGCUGGUUCUGAUAAAGGAGUUGCACCAGGUACAGCUGUUUUAAGACAGUGGUUGCCUACGGGUACGCUGCUUGUCGAUUCAGAUCUUAAUGACUUUGUCUCUGAUGCAGAUUCAACUUUGAUUGGUGAUUGUGCAACUGUACAUACAGCUAAUAAAUGGGAUCUCAUUAUUAGUGAUAUGUACGACCCUAAGACUAAAAAUGUUACAAAAGAAAAUGACUCUAAAGAGGGUUUUUUCACUUACAUUUGUGGGUUUAUACAACAAAAGCUAGCUCUUGGAGGUUCCGUGGCUAUAAAGAUA

	PS576
	GAGCUUUGGGCUAAGCGCAACAUUAAACCAGUACCAGAGGUGAAAAUACUCAAUAAUUUGGGUGUGGACAUUGCUGCUAAUACUGUGAUCUGGGACUACAAAAGAGAUGCUCCAGCACAUAUAUCUACUAUUGGUGUUUGUUCUAUGACUGACAUAGCCAAGAAACCAACUGAAACGAUUUGUGCACCACUCACUGUCUUUUUUGAUGGUAGAGUUGAUGGUCAAGUAGACUUAUUUAGAAAUGCCCGUAAUGGUGUUCUUAUUACAGAAGGUAGUGUUAAAGGUUUACAACCAUCUGUAGGUCCCAAACAAGCUAGUCUUAAUGGAGUCACAUUAAUUGGAGAAGCCGUAAAAACACAGUUCAAUUAUUAUAAGAAAGUUGAUGGUGUUGUCCAACAAUUACCUGAAACUUACUUUACUCAGAGUAGAAAUUUACAAGAAUUUAAACCCAGGAGUCAAAUGGAAAUUGAUUUCUUAGAAUUAGCUAUGGAUGAAUUCAUUGAACGGUAUAAAUUAGAAGGCUAUGCCUUCGAACAUAUCGUUUAUGGAGAUUUUAGUCAUAGUCAGUUAGGUGGU

	PS100
	AUUUGACUUAGGCGACGAGCUUGGCACUGAUCCUUAUGAAGAUUUUCAAGAAAACUGGAACACUAAACAUAGCAGUGGUGUUACCCGUGAACUCAUGCG

	PS97
	GCUGAGGCUUCUAAGAAGCCUCGGCAAAAACGUACUGCCACUAAAGCAUACAAUGUAACACAAGCUUUCGGCAGACGUGGUCCAGAACAAACCCAAGGAAAUU



Supplementary Table 2: PCR primers used in this paper

	Name
	Sequence (5' - 3')

	N45-419
	F: gtgccgcgcggcagccatatgCTGCCGAACAACACCGCG
R: gtggtggtggtggtgctcgagTTACGCTTGGGTGCTATCCG

	N45-364
	F: gtgccgcgcggcagccatatgCTGCCGAACAACACCGCG
R: gtggtggtggtggtgctcgagTTACGGAAAGGTTTTGTACGCG

	N45-246
	F: gtgccgcgcggcagccatatgCTGCCGAACAACACCGCG
R: gtggtggtggtggtgctcgagTTAAACGGTTTGACCCTGTTGTT

	N45-181
	F: gtgccgcgcggcagccatatgCTGCCGAACAACACCGCG
R: gtggtggtggtggtgctcgagTTATTGGCTACCACCACGGC

	N182-419
	F: gtgccgcgcggcagccatatgGCGAGCAGCCGTAGCAGC
R: gtggtggtggtggtgctcgagTTACGCTTGGGTGCTATCCG

	N182-364
	F: gtgccgcgcggcagccatatgGCGAGCAGCCGTAGCAGC
R: gtggtggtggtggtgctcgagTTACGGAAAGGTTTTGTACGCG

	N247-419
	F: gtgccgcgcggcagccatatgACCAAAAAGAGCGCGGCG
R: gtggtggtggtggtgctcgagTTACGCTTGGGTGCTATCCG

	N247-364
	F: gtgccgcgcggcagccatatgACCAAAAAGAGCGCGGCG
R: gtggtggtggtggtgctcgagTTACGGAAAGGTTTTGTACGCG

	5' UTR
	F: AACTGAGATACCTACAGCGTGA
R: GATGAACACATAGGGCTGT

	3' UTR
	F: AACTGAGATACCTACAGCGTGA
R: GTCATTCTCCTAAGAAGCTATTA

	PS9
	F: AACTGAGATACCTACAGCGTGA
R: TATCTTTATAGCCACGGAACCTCCA

	[bookmark: _Hlk44837757]PS576
	F: TTAATACGACTCACTATAGGGAGCTTTGGGCTAAGCGCA
R: ACCACCTAACTGACTATGAC

	PS100
	F: TTAATACGACTCACTATAGGATTTGACTTAGGCGACGAGCTT
R: CGCATGAGTTCACGGGTAACACCA

	PS97
	F: TTAATACGACTCACTATAGGGCTGAGGCTTCTAAGAAGCCTCG
R: AATTTCCTTGGGTTTGTTCTGGACCACG
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