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Fig. S1. Protein band intensities were quantified using Image Studio Software (LI-COR Biosciences) and normalized to the corresponding loading control (α-tubulin). Data is presented as fold change relative to the indicated control condition in each experiment. Each dot represents an independent biological replicate, and bars indicate mean ± SEM. (a, b) Quantification of the Western blots shown in Fig. 4g left (a) and right (b). (c, d) Quantification of the Western blots shown in Fig. 4h (c) and Fig. 4i (d). (e, f) Quantification of the Western blots shown in Fig. 5c (e) and Fig. 5d (f). (g) Quantification of the Western blots shown in Fig. 6d.
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Fig. S2. Kaplan-Meier survival analyses showing the association between high miR-210 expression (top row) or low ISCU expression (bottom row) and overall survival in sarcoma (SARC), pancreatic adenocarcinoma (PAAD), and liver hepatocellular carcinoma (LIHC) using TCGA data. Patients were stratified into “Yes” (red lines: high miR-210 or low ISCU expression) and “No” (blue lines: low miR-210 or high ISCU expression) groups. p-values are from the log-rank test.
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