ADDITIONAL FILE 1
Supplementary tables (S1, S2, S4, S7)
Table S1 – SPC-variable – cut offs for the different scoring points.
	Scoring
	Ventilatory efficiency (VE/VCO2-slope)
	Peak oxygen uptake (%)
	Breathing pattern
	Forced expiratory volume in 1 second (FEV1)
(%)
	FEV1/forced vital capacity (FVC) (%)
	Diffusion capacity (%)
	modified Medical Research Council questionnaire (mMRC)
	EuroQoL 5 Dimensions (EQ-5D) visual analogue scale (VAS)
	King's Brief Interstitial Lung Disease (K-BILD) total score

	0 - normal
	<30
	>90
	normal
	>80
	>95
	>75
	0-1
	75-100
	75-100

	1 - mildly abnormal
	30-34
	80-89
	mildly abnormal
	70-79
	85-94
	50-75
	2
	50-74
	50-74

	2 - abnormal
	35-39
	70-79
	abnormal
	50-69
	75-84
	30-49
	3
	25-49
	25-49

	3 - severely abnormal
	>40 
	<70
	
	30-49
	65-74
	<30
	4
	0-25
	0-24



Table S1. SPC-variable.
The table lists the absolute values and corresponding categorisation thresholds for the nine parameters included in the SPC-variable. Each parameter was translated into a common 0–3 category: 0 = normal, 1 = mildly abnormal, 2 = abnormal, and 3 = severely abnormal. Thresholds were determined using standard clinical reference ranges for each test. For CPET data, ventilatory efficiency was defined using the VE/VCO₂ nadir, where a value >30 indicated abnormal ventilatory inefficiency. Peak oxygen uptake <90% of predicted was considered abnormal (1,2).  Breathing pattern during exercise was classified as normal, borderline, or abnormal by three independent specialist physicians, as previously described (3). For FEV₁, FEV₁/VC and diffusion capacity, values ≥75% predicted were considered normal (4,5). Questionnaire cut-offs were defined as follows: EQ-5D VAS ≥75 (normal reference mean for age groups) (6,7), mMRC 0–1 (normal) (8,9), and K-BILD total score ≥75 (normal) (10). For each participant, the categorical values across all nine parameters were averaged at T1 and T2 to enable within-subject comparison of symptom–physiology status.
Table S2 – Summary of data from the CPET, lung function testing and questionnaire data used in the SPC-variable. 
	Variables
	Normal value
	At inclusion (T1)
	Follow-up (T2)
	p-value

	
	
	Average mean value
	Proportion of patients with abnormal
value (percentage)
	Average mean value
	Proportion of patients with abnormal
value
	

	CPET PARAMETERS

	Ventilatory efficiency (VE/VCO2-slope)
	 < 30
	30.4
	54% (7/13)
	29.1
	38% (5/13)
	>0.999

	Peak oxygen uptake
	≥ 80% of predicted
	97.0%
	23% (3/13)
	102.0%
	8% (1/13)
	0.016

	Breathing pattern  
	
	
	69% (9/13)
	
	46% (6/13)

	0.751

	LUNG FUNCTION PARAMETERS

	FEV1
	 > 80%
	102.5
	0% (0/10)
	105.4
	0.0 (0/10)
	>0.999

	FEV% (FEV1/FVC)
	 > 95%
	106.8
	0% (0/9)
	107.7
	0.0 (0/9)
	>0.999

	Diffusion capacity
	 > 75%
	96.3
	0% (0/9)
	88.3
	0.23 (2/9)
	0.070

	QUESTIONNAIRE DATA

	mMRC
	0-1 = no significant dyspnea
	1.7
	0.50 (6/12)
	1.9
	0.75 (9/12)
	0.606

	EuroQoL 5 Dimensions (EQ-5D)
	0 = worst imaginable, 
100 = best imaginable
	52.0
	
	56.8
	
	0.298

	King's Brief Interstitial Lung Disease (K-BILD) total score
	low number = worse
	73.6
	
	75.7
	
	0.642


Table S2. Longitudinal changes in CPET, lung function, and questionnaire-derived measures included in the SPC variable. P-values refer to McNemar’s test for statistical significance in proportions between T1 and T2, except for EQ-5D and K-BILD which refers to two-tailed paired t-test for comparison of continuous data.

Table S4 – List of DMGs in neutrophil-enriched fraction with SARS-CoV2 interactions in the BioGRID database.
	PTPRF
	TRAM2
	ACOT7
	RBM47
	ZCCHC14
	AGTPBP1

	INPP5A
	NCOR2
	EHMT1
	TNRC6B
	GSK3B
	DICER1

	KCNE4
	EEF2
	MYO5A
	MKLN1
	PRKAG2
	PAX7

	KIAA0930
	SH3BP4
	DNMBP
	TACC2
	ZDHHC7
	SREBF1

	FARP2
	TJAP1
	TRAF7
	FRMD5
	CUEDC1
	PFKP

	NOTCH4
	CELSR1
	GGT1
	PLEC
	MCC
	PLCB2

	POU6F2
	DNAJB1
	PTPRS
	TSPAN14
	TAPBP
	UPP1

	POLM
	TNFAIP2
	COIL
	AGO2
	GALNT2
	HNRNPR

	CYP4V2
	SLCO4A1
	HCN2
	CSPG4
	TMPRSS4
	C7orf50

	EVA1B
	CCDC50
	SPTBN2
	PRKCA
	TRIM29
	SLC16A5

	FOXK1
	PLEKHA6
	CUX1
	CTNND1
	SYCE1
	SMARCA4

	MACROD1
	CNP
	CDC73
	SUCLA2
	BNIP3
	TAF4

	PACSIN2
	PLD6
	SGCD
	LAMB3
	BAIAP2
	SLC1A4

	LAMA3
	WDR46
	SMAD3
	CORO1C
	CIT
	MPZL2

	LRRK1
	SPEN
	TSC2
	
	
	


Table S4. Differentially methylated genes (DMGs) identified in the neutrophil-enriched cell fraction that have documented interactions with SARS-CoV-2–associated proteins according to the BioGRID database. The listed genes represent epigenetically altered loci with reported viral or host–virus interaction relevance, encompassing pathways related to immune signaling, intracellular trafficking, transcriptional regulation, metabolism, and cytoskeletal organization.
Table S7 – List of DMGs in macrophage-enriched fraction with SARS-CoV2 interactions in the BioGRID database.
	CORO7
	FFAR2
	NOTCH1
	EPB41L5
	USP10
	ENO1

	ASB1
	TFDP1
	EGLN1
	KIAA0930
	EIF4G1
	PACSIN1


Table S7. Differentially methylated genes (DMGs) identified in the macrophage-enriched cell fraction that have documented interactions with SARS-CoV-2–associated proteins according to the BioGRID database. The listed genes represent epigenetically altered loci with reported relevance to host–virus interaction networks and encompass pathways related to immune signaling, cellular metabolism, transcriptional regulation, and intracellular trafficking. 
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