[bookmark: _GoBack]Table S3. The qPCR primers and probes used in this study
	TaqMan primers/probes
	Sequences (5’→3’)
	Target genes

	ASFV-F
	TCTGCGTATCATTTTCATCGGT
	p72/B646L

	ASFV-R
	TCCCTCTCCTATGCAACATTCA
	

	probe
	ROX-ACTGGGTTGGTATTCCT-MGB
	

	CSFV-F
	AACTGGGCTAGCCATGCCCACAGT
	5’ UTR

	CSFV-R
	TGTACTCAGGACTTAGACCACCCA
	

	probe
	HEX-CGCCACTACGGCTAGT-MGB
	

	PRV-F
	AGCTTCCACTCGCAGCTCTTCT
	gE

	PRV-R
	TGAAGTTCTCGCGCGAGTC
	

	probe
	HEX-CGCGGCATCAGGTCGAACGTGT-Eclipse
	

	PCV2-F
	CTGAGTCTTTTTTATCACTTCGTAATGGT
	ORF1-ORF2

	PCV2-R
	ACTGCGTTCGAAAACAGTATATACGA
	

	probe
	ROX-TTAAGTGGGGGGTCTTTAAGATTAAATTCTCTGAATTGT-BHQ2
	

	PCV3-F
	CATAAATGCTCCAAAGCAGTGCT
	ORF2

	PCV3-R
	TCACCCAGGACAAAGCCTCTT
	

	probe
	HEX-ATATGTGTTGAGCCATGGGGTGGGTCT-BHQ1
	

	HP-PRRSV-F
	AGTGGGTCGGCACCAGTT
	Nsp2

	HP-PRRSV-R
	GCAGACAAATCCAGAGGCTCAT
	

	probe
	ROX‐CGTAGAACTGTGACAAC‐MGB
	

	PRRSV1-F
	CAGGACTTCGGAGCCTCGT
	ORF7

	PRRSV1-R
	AGCAACTGGCACAGTTGATTGA
	

	probe
	TAMRA-ACGAGCTGTTAAACGAGGA-MGB
	

	CA-PRRSV2-F
	CGCACCAGATGGRACCTACTT
	Nsp3-Nsp4

	CA-PRRSV2-R
	ACGGTGTTCAGTGAGGGCTTT
	

	probe
	HEX-CGCTGCGTTGACTGG-MGB
	

	NADC30-PRRSV2-F
	GGACGACAAATGCGTGGTT
	ORF6

	NADC30-PRRSV2-R
	CCACCACGTTGAAAGTGCC
	

	probe
	FAM-CTTGCCGTTATCGGATGA-MGB
	

	SYBR primers
	Sequences (5’→3’)
	Target genes

	Porcine IFN-β-F
	5’-TGAGCATTCTGCAGTACCTGA-3’
	IFN-β

	Porcine IFN-β-R
	5’-CCGGAGGTAATCTGTAAGTCTGT-3’
	

	Porcine ISG15-F
	5’-ATCCTGGTGAGGAACGACAA-3’
	ISG15

	Porcine ISG15-R
	5’-GAAAGTCAGCCAGAACTGGTC-3’
	

	Porcine ISG56-F
	5’-ATGGGAGTTGGTCATTCAAGA-3’
	ISG56

	Porcine ISG56-R
	5’-CAGGTGTTTCACATAGGCCA-3’
	

	Porcine TNF--F
	5’-ATCGCCGTCTCCTACCAGA-3’
	TNF-

	Porcine TNF--R
	5’-TCGATCATCCTTCTCCAGCT-3’
	

	Porcine IL-6-F
	5’-TGCTGGATAAGCTGCAGTCA-3’
	IL-6

	Porcine IL-6-R
	5’-ATTATCCGAATGGCCCTCA-3’
	

	Porcine IL-8-F
	5’-GTTTTTGAAGAGGGCTGAGAATTC-3’
	IL-8

	Porcine IL-8-R
	5’-CATGAAGTGTTGAAGTAGATTTGCTTG-3’
	

	Porcine β-actin-F
	5’-ATGAAGATCAAGATCATCGCG-3’
	β-actin

	Porcine β-actin-R
	5’-TCGTACTCCTGCTTGCTGATC-3’
	











Table S4. The cloning PCR primers used in this study
	Primers
	Sequence (5’-3’)

	MGF 110-7L-2HA-F
	5’-TGTCTCATCATTTTGGCAAAGAATTCATGAAGGTTCTTCTGG-3’

	MGF 110-7L-2HA-R
	5’-ATCGTATGGGTAGCTGGTGATATCACTAAAATATGTGGGCAG-3’

	MGF 110-13L-myc-F
	5’-GCCCGAATTCGGTCGACCGAGATCATGAAGGTTCTTCTGGG-3’

	MGF 110-13L-myc-R
	5’-CCCCGCGGCCGCGGTACCTCGAGTTAACTAAAATATGTGGGC-3’

	MGF 360-2L-myc-F
	5’-GCCCGAATTCGGTCGACCGAGATCATGTCTACTCCAATTTCT-3’

	MGF 360-2L-myc-R
	5’-CCCCGCGGCCGCGGTACCTCGAGTTATATAATAAATCTCGCC-3’

	MGF 360-13L-myc-F
	5’-GCCCGAATTCGGTCGACCGAGATCATGTCGTTGCCGCTCTC-3’

	MGF 360-13L-myc-R
	5’-CCCCGCGGCCGCGGTACCTCGAGCTATAGTATATTATGAGAA-3’


Note: the restriction enzyme sites are italic and bold marked.
