Supplementary Materials
The 108 downregulated genes and the five upregulated genes are listed in Table S1, along with the biological processes involved.
	GENES DOWN REGULATED (p<0.05 / FDR 0.25)

	Description
	Gene

	Stress response
	IL1RN, SERPINA1, HSPB8, SERPINE1, TNC, HSPB1, VLDLR, ADRA1A, SLC8A1, AQP1, THBD, EDNRA, FGF7, CA3, CD38, TIMP3, FCER1A, CD36, CAMP, CD97, VWF, MME, SLC11A1, HGF, ADIPOQ, TACR1, SEPP1, F8, TYROBP, KCNMA1, MAL, PDE5A, PPARG, MS4A2, S100A8, LTF, CX3CR1, C5AR1, PTAFR, PDGFA, TFPI, PTGS1, CXCR2, HMOX1, FCGR1A, ELANE, CCL24, CD163, ANGPT2, VNN1, BCL6, CD209, GNAQ, BCL2L1

	Plasma membrane
	FLT3, SERPINE1, HSPB1, VLDLR, ADRA1A, SLC8A1, AQP1, TMEM47, LGALS3, THBD, EDNRA, EDNRB, KDR, CD38, CTLA4, FCER1A, CD36, SGCG, CD97, ANXA2, VWF, MME, SLC11A1, HGF, TACR2, LIFR, TACR1, RHOB, F8, TYROBP, FOLH1, ITGAD, SLC7A8, KIT, KCNMA1, MAL, MS4A2, S100A8, CX3CR1, C5AR1, PTAFR, TFPI, PTGS1, CXCR2, HMOX1, STOM, DMD, FCGR1A, CD163, ANGPT2, EMR1, EMR3, TJP1, PPFIBP1, VNN1, CD209, GNAQ, DLC1, IL2RB, RECK, PVRL1

	Response to external stimuli
	CX3CR1, CCL24, ANGPT2, HGF, ADIPOQ, C5AR1, PTAFR, PDGFA, VLDLR, TACR1, SLC8A1, AQP1, FGF7, EDNRB, CXCL12, LEP, KCNMA1, CXCR2, HMOX1, CD38, TIMP3, PPARG, S100A8

	Extracellular region
	IL1RN, SERPINA1, SERPINE1, TNC, PDGFA, VLDLR, TFPI, LGALS3, THBD, FGF7, TIMP2, HMOX1, TIMP3, IL13RA2, ELANE, CAMP, CD97, CCL24, CD163, ANGPT2, ANXA2, VWF, MME, MYOC, CMA1, HGF, ADIPOQ, EMR3, LIFR, SEPP1, SULF2, F8, CXCL12, SLPI, CD209, LEP, KIT, MAL, S100A8, PVRL1, LTF

	Extracellular space
	CD97, CCL24, IL1RN, SERPINA1, ANGPT2, MYOC, HGF, SERPINE1, ADIPOQ, TNC, PDGFA, EMR3, VLDLR, TFPI, SULF2, THBD, FGF7, F8, CXCL12, LEP, KIT, HMOX1, IL13RA2, CAMP

	Response to endogenous stimuli
	IL1RN, SERPINA1, MAOB, HGF, SERPINE1, ADIPOQ, PDGFA, VLDLR, TACR1, ADRA1A, AQP1, PTGS1, DLC1, LEP, HMOX1, CD38, TIMP3, PDE5A, PPARG, BCL2L1

	Behavior
	CX3CR1, CCL24, MAOA, HGF, C5AR1, PTAFR, PDGFA, VLDLR, TACR1, FGF7, EDNRB, CXCL12, GNAQ, LEP, KIT, KCNMA1, CXCR2, PDE5A,S100A8

	Signal transducer activity
	CX3CR1, IL1RN, FLT3, C5AR1, PTAFR, ARHGAP1, RRBP1, VLDLR, ADRA1A, THBD, EDNRA, EDNRB, CXCR2, KDR, HMOX1, CD38, FCER1A, CD36, IL13RA2, FCGR1A, CD97, CD163, EMR1, TACR2, EMR3, LIFR, TACR1, TYROBP, CXCL12, ITGAD, CD209, GNAQ, KIT, IL2RB, MAL, PPARG, MS4A2, PVRL1

	Signal transduction
	C5AR1, PTAFR, TNC, ARHGAP1, RRBP1, VLDLR, ADRA1A, EDNRA, FGF7, EDNRB, CXCR2, HMOX1, CD38, FCER1A, CD36, FCGR1A, CCL24, ANGPT2, HGF, ADIPOQ, LIFR, TACR1, RHOB, TYROBP, CXCL12, GNAQ, DLC1, LEP, KIT, IL2RB, MAL, PDE5A, PPARG, MS4A2, RAPGEF3

	Receptor activity
	CX3CR1, FLT3, C5AR1, PTAFR, RRBP1, VLDLR, ADRA1A, THBD, EDNRA, EDNRB, CXCR2, KDR, CD38, FCER1A, CD36, IL13RA2, FCGR1A, CD97|CD163, EMR1, TACR2, EMR3, LIFR, TACR1, ITGAD, CD209, KIT, IL2RB, MAL, PPARG, MS4A2, PVRL1

	Cellular Homeostasis
	SLC11A, ADIPOQ, C5AR1, TACR1, ADRA1A, SLC8A1, AQP1, EDNRA, CXCL12, GNAQ, KCNMA1, MAL, CD38, DMD, ELANE, BCL2L1, LTF

	Protein binding
	IL1RN, SERPINA1, FLT3, HSPB8, SERPINE1, TNC, ARHGAP1, STON1, HSPB1, VLDLR, SLC8A1, AQP1, LGALS3, THBD, EDNRA, FGF7, EDNRB, KDR, TIMP2, CYP1B1, CTLA4, TIMP3, FCER1A, CD36, IL13RA2, GLUL, SGCG, CD97, ANXA2, VWF, MME, SLC11A1, HGF, ADIPOQ, LIFR, TACR1, DNM1, RHOB, F8, TYROBP, SLC7A8, KIT, KCNMA1, MAL, PPARG, MS4A2, S100A8, LTF, CX3CR1, ABCB1, MAOB, MAOA, GSTP1, PDGFA, HSD17B14, CXCR2, HMOX1, STOM, DMD, FCGR1A, ELANE, CYB5A, CCL24, CD163, ANGPT2, TJP1, PPFIBP1, CXCL12, BCL6, GNAQ, DLC1, LEP, IL2RB, PVRL1, BCL2L1

	Response to biotic stimulus
	SERPINA1, MAOB, SLC11A1, HGF, SERPINE1, C5AR1, PTAFR, HSPB1, VLDLR, THBD, CXCL12, PDE5A, ELANE, CAMP, LTF

	Morphogenesis of the anatomical structure
	ANGPT2, ANXA2, MYOC, HGF, SERPINE1, TNC|PDGFA, LIFR|AQP1, TJP1, EDNRA, FGF7, EDNRB, BCL6, GNAQ, DLC1, KCNMA1, KDR, HMOX1, TIMP3, PDE5A, PPARG, DMD, PVRL1

	Development of multicellular organisms
	CX3CR1, FLT3, GSTP1, SERPINE1, TNC, PDGFA, VLDLR, ADRA1A, AQP1, LGALS3, THBD, EDNRA, FGF7, EDNRB, KDR, TIMP2, HMOX1, TIMP3, DMD, SGCG, ANGPT2, ANXA2, VWF, HGF, LIFR, RHOB, TJP1, BCL6, GNAQ, DLC1, LEP, KIT, KCNMA1, MAL, PDE5A, PPARG, RECK, PVRL1, BCL2L1

	Regulation of the biological process
	FLT3, SERPINE1, TNC, ARHGAP1, STON1, HSPB1, VLDLR, ADRA1A, SLC8A1, AQP1, THBD, EDNRA, FGF7, EDNRB, KDR, TIMP2, CD38, CTLA4, TIMP3, FCER1A, CD36, CAMP, ANXA2, MME, SLC11A1, HGF, ADIPOQ, LIFR, TACR1, RHOB, TYROBP, KIT, KCNMA1, MAL, PDE5A, PPARG, MS4A2, RAPGEF3, CX3CR1, MAOB, GSTP1, C5AR1, PTAFR, PDGFA, RRBP1, PTGS1, CXCR2, HMOX1, DMD, FCGR1A, ELANE, CCL24, ANGPT2, CMA1, VNN1, CXCL12, BCL6, GNAQ, DLC1, LEP, IL2RB, PVRL1, BCL2L1

	Biological process
	IL1RN, SERPINE1, TNC, SLC8A, |AQP1, LGALS3, EDNRA, FGF7, EDNRB, KDR, CYP1B1, GLUL, CD97, SLC11A1, HGF, ADIPOQ, LIFR, SEPP1, TYROBP, FOLH1, MAL, S100A8, ABCB1, MAOB, MAOA , C5AR1, PDGFA, SULT1A1, HMOX1, ELANE, CD163, PPFIBP1, VNN1, CXCL12, BCL6, CD209, GNAQ, BCL2L1, SERPINA1, FLT3, HSPB8, ARHGAP1, STON1, HSPB1, VLDLR, ADRA1A, THBD, CA3, TIMP2, CD38 , CTLA4, TIMP3, FCER1A, CD36, SGCG, CAMP, ANXA2, VWF, MME, MYOC, TACR2, TACR1, DNM1, RHOB, F8, ITGAD, SLC7A8, KIT, KCNMA1, PDE5A, PPARG, MS4A2, RAPGEF3, LTF, CX3CR1 , GSTP1, PTAFR, HSD17B14, RRBP1, TFPI, PTGS1, CXCR2, STOM, DMD, FCGR1A, CYB5A, CCL24, ANGPT2, CMA1, EMR1, EMR3, SULF2, TJP1, DLC1, LEP, IL2RB, RECK, PVRL1

	Connections
	IL1RN, SERPINA1, FLT3, HSPB8, SERPINE1, TNC, ARHGAP1, STON1, HSPB1, VLDLR, SLC8A1, AQP1, LGALS3, THBD, EDNRA, FGF7, EDNRB, CA3, KDR, TIMP2, CYP1B1, CD38, CTLA4, TIMP3, FCER1A, CD36, IL13RA2, GLUL, SGCG, CD97, ANXA2, VWF, MME, SLC11A1, HGF, ADIPOQ, TACR2, LIFR, TACR1, SEPP1, DNM1, RHOB, F8, TYROBP, FOLH1, SLC7A8, KIT, KCNMA1, MAL, PDE5A, PPARG, MS4A2, S100A8, RAPGEF3, LTF, CX3CR1, ABCB1, MAOB, MAOA, GSTP1, C5AR1, PTAFR, PDGFA, HSD17B14, PTGS1, CXCR2, HMOX1, STOM, DMD, FCGR1A, ELANE, CYB5A, CCL24, CD163, ANGPT2, EMR1, EMR3, SULF2, TJP1, PPF, BP1, VNN1, CXCL12, BCL6, CD209, GNAQ, DLC1, LEP, IL2RB, PVRL1, BCL2L1

	Cellular communication
	CD97, CCL24, MME, MAOA, HGF, TNC, PDGFA, ADRA1A, SLC8A1, AQP1, FGF7, KCNMA1, MAL, HMOX1, FCER1A, DMD, PVRL1

	Response to abiotic stimulus
	THBD, ANGPT2, HSPB8, KIT, KCNMA1, HSPB1, TIMP3, PPARG, TACR1, ELANE, AQP1, BCL2L1

	Membrane-bound cytoplasmic vesicle
	SERPINA1, ANXA2, VWF, SLC11A1, HGF, PDGFA, F8, KIT, CTLA4, STOM, CD36, ELANE, CAMP, LTF

	Symbiosis, encompassing mutualism through parasitism
	CD209, ELANE, CAMP, PVRL1, AQP1

	Transport
	ABCB1, STON1, RRBP1, VLDLR, ADRA1A, SLC8A1, AQP1, EDNRA, FGF7, HMOX1, FCER1A, CD36, FCGR1A, ELANE, CYB5A, ANXA2, SLC11A1, HGF, TACR2, TACR1. DNM1, RHOB, BCL6, SLC7A8, CD209, DLC1, KCNMA1, PPARG, MS4A2, BCL2L1, LTF

	Cell‒cell signaling
	CD97, CCL24, MME, MAOA, HGF, TNC, PDGFA, ADRA1A, FGF7, KCNMA1, FCER1A, DMD, PVRL1

	Organization of competent cell phones
	TNC, PDGFA, VLDLR, AQP1, LGALS3, FGF7, HMOX1, STOM, DMD, CD36, FCGR1A, ELANE, SGCG, ANXA2, VWF, SLC11A1, HGF, ADIPOQ, LIFR, DNM1, TJP1, BCL6, CD209, DLC1, KCNMA1, IL2RB, MAL, RECK, PVRL1, BCL2L1

	Connection to the receiver
	CCL24, IL1RN, ANGPT2, VWF, HGF, ADIPOQ, TNC, PDGFA, LIFR, FGF7, CXCL12, LEP, KDR, TIMP2, MAL, PPARG

	Molecular function
	IL1RN, SERPINE1, TNC|SLC8A1, AQP1, LGALS3, EDNRA, FGF7, EDNRB, KDR, CYP1B1, IL13RA2, GLUL, CD97, SLC11A1, HGF, ADIPOQ, LIFR, SEPP1, TYROBP, FOLH1, SLPI, MAL, S100A8, ABCB1, MAOB, MAOA, C5AR1, PDGFA, SULT1A1, HMOX1, ELANE, CD163, PPFIBP1, VNN1, CXCL12, BCL6, CD209, GNAQ, BCL2L1, SERPINA1, FLT3, HSPB8, ARHGAP1, STON1,HSPB1, VLDLR, ADRA1A, THBD, CA3, TIMP2, CD38, CTLA4, TIMP3, FCER1A, CD36, SGCG, ANXA2, VWF, MME, MYOC, TACR2, TACR1, DNM1, RHOB, F8, ITGAD, SLC7A8, KIT, KCNMA1, PDE5A, PPARG, MS4A2, RAPGEF3, LTF, CX3CR1, GSTP1, PTAFR, HSD17B14, RRBP1, TFPI, PTGS1, CXCR2, STOM, DMD, FCGR1A, CYB5A, CCL24, ANGPT2, CMA1, EMR1, EMR3, SULF2, TJP1, DLC1, LEP, IL2RB, RECK, PVRL1

	Enzyme regulator activity
	SERP, NA1, ANXA2, HGF, SERPINE1, ARHGAP1, TFPI, SLPI, GNAQ, DLC1, TIMP2, MAL, TIMP3, RECK, RAPGEF3, BCL2L1

	Cell differentiation
	ANGPT2, FLT3, HGF, ADIPOQ, TNC, LIFR, RHOB, LGALS3, EDNRA, EDNRB, BCL6, GNAQ, LEP, KIT, KCNMA1, KDR, TIMP2, MAL, PPARG, DMD, PVRL1, BCL2L1

	Cell proliferation
	EDNRA, FGF7, SLC11A1, HGF, KIT, HMOX1, MS4A2, GLUL, ADRA1A, RAPGEF3

	reproduction
	ANGPT2, TNC, TACR1, THBD, FGF7, BCL6, CD209, DLC1, LEP, KIT, KDR, CD38, PVRL1, BCL2L1

	Cellular component
	IL1RN, SERPINE1, TNC, SLC8A1, AQP1, LGALS3, EDNRA, FGF7, EDNRB, KDR, CYP1B1, IL13RA2, GLUL, CD97, SLC11A1, HGF, ADIPOQ, LIFR, SEPP1, TYROBP, FOLH1, SLPI, MAL, S100A8, ABCB1, MAOB, MAOA, C5AR1, PDGFA, SULT1A1, HMOX1, ELANE, CD163, PPFIBP1, VNN1, CXCL12, BCL6, CD209, GNAQ, BCL2L1, SERPINA1, FLT3, HSPB8, ARHGAP1, STON1, HSPB1, VLDLR, ADRA1A, TMEM47, THBD , CA3, TIMP2, CD38, CTLA4, TIMP3, FCER1A, CD36, SGCG, CAMP, ANXA2, VWF, MME, MYOC, TACR2, TACR1, DNM1, RHOB, F8, ITGAD, SLC7A8, KIT, KCNMA1, PDE5A, PPARG, MS4A2, RAPGEF3, LTF, CX3CR1, GSTP1, PTAFR, HSD17B14, RRBP1, TFPI, PTGS1, CXCR2, STOM, DMD, FCGR1A, CYB5A, CCL24, ANGPT2, CMA1, EMR1, EMR3, SULF2, TJP1, DLC1, LEP, IL2RB, RECK , PVRL1

	Proteinaceous extracellular matrix
	LGALS3, SERPINA1, ANXA2, VWF, MME, TNC, TIMP2, TIMP3

	Calcium ion binding
	CD97,THBD, ANXA2, MME, EMR1, TNC, EMR3, DMD, VLDLR, S100A8, SULF2

	Cell
	IL1RN, SERPINA1, FLT3, HSPB8, SERPINE1, TNC, ARHGAP1, STON1, HSPB1, VLDLR, ADRA1A, SLC8A1, AQP1, TMEM47, LGALS3, THBD, EDNRA, FGF7, EDNRB, CA3, KDR, TIMP2, CYP1B

	Cell death
	HGF, HSPB8, DLC1, KIT, CXCR2, HMOX1, HSPB1, PPARG, ADRA1A, BCL2L1, RHOB

	Lipid metabolic process
	SULT1A1, FGF7, LEP, ADIPOQ, KIT, CYP1B1, FCER1A, HSD17B14, PPARG, VLDLR, CD36, PTGS1

	Cytoplasm
	IL1RN, SERP, NA1, TNC, ARHGAP1, STON1, HSPB1, AQP1, LGALS3, FGF7, CA3, CYP1B1, CTLA4, TIMP3, CD36, GLUL, SGCG, CAMP, ANXA2, VWF, MYOC, SLC11A1, HGF, ADIPOQ, TACR1, DNM1, RHOB, F8, FOLH1, SLC7A8, KIT, KCNMA1, MAL, PDE5A, PPARG, MS4A2, S100A8, LTF, MAOB, MAOA, GSTP1, PDGFA, HSD17B14, RRBP1, PTGS1, SULT1A1, CXCR2, HMOX1

	Lipid binding
	VNN1, ANXA2, PTAFR, MAL, PPARG, CD36, PTGS1

	Carbohydrate Binding
	LGALS3, FGF7, CD209, ELANE, PVRL1, LTF

	Cellular amino acid and derived metabolic process
	SULT1A1, FGF7, VNN1, SLC7A8, MAOA, GLUL

	endoplasmic reticulum
	CYB5A, VWF, MYOC, ADIPOQ, KCNMA1, CYP1B1, MAL, HMOX1, RRBP1, PTGS1, SULF2

	Growth
	FGF7, SERPINE1, TIMP3,BCL2L1

	Nuclear envelope
	EDNRA, AQP1, BCL2L1, PTGS1

	Secondary metabolic process
	SULT1A1, CYP1B1

	Fetal develop
	TJP1, THBD, EDNRA, GNAQ, DLC1, PDGFA, BCL2L1

	Viral reproduction
	CD209, PVRL1

	Protein transport
	BCL6, SLC11A1, STON1, PPARG, RRBP1, CD36, MS4A2, RHOB

	Endosome
	ANXA2, SLC11A1, MAL, MS4A2, RHOB

	Binding to cytoskeletal proteins
	ANXA2, DLC1, KCNMA1, TNC, MAL, DMD

	Cell envelope
	SLC11A1

	External encapsulation structure
	SLC11A1

	Peptidase activity
	FOLH1, MME, CMA1, HGF, ELANE, LTF

	Organization of the cytoskeleton
	FGF7, BCL6, DLC1, SGCG, AQP1

	Actin binding
	KCNMA1, TNC, MAL, DMD

	Hydrolase activity
	ABCB1, MME, CMA1, HGF, DNM1, RHOB, SULF2, EDNRA, FOLH1, VNN1, GNAQ, DLC1, HMOX1, CD38, PDE5A, ELANE, LTF

	Metabolic process
	MAOB, MAOA, FLT3, GSTP1, C5AR1, PTAFR, HSD17B14, RRBP1, VLDLR, ADRA1A, AQP1, PTGS1, SULT1A1, FGF7, CA3, KDR, CYP1B1, HMOX1, FCER1A, DMD, CD36, GLUL, ELANE, CYB5A, MME, CMA1, SLC11A1, HGF, ADIPOQ, SULF2, F8, FOLH1, VNN1, SLC7A8, GNAQ, LEP, KIT, PDE5A, PPARG

	Motor activity
	DLC1, DNM1

	Oxygen binding
	CYP1B1

	catabolic process
	MAOA, LEP, ADIPOQ, HMOX1, HSD17B14, PDE5A, CD36, ELANE

	Transport activity
	CYB5A, ABCB1, SLC7A8, SLC11A1, KCNMA1, MAL, MS4A2, SLC8A1, AQP1

	Catalytic activity
	ABCB1, MAOB, MAOA, FLT3, HSPB8, GSTP1, HSD17B14, PTGS1, SULT1A1, EDNRA, CA3, KDR, CYP1B1, HMOX1, CD38, GLUL, ELANE, CYB5A, MME, CMA1, HGF, DNM1, RHOB, SULF2, F8, FOLH1, VNN1, GNAQ, DLC1, KIT, KCNMA1, PDE5A, LTF

	Antioxidant activity
	PTGS1

	Electron carrier activity
	MAOB, CYP1B1

	ion transport
	SLC11A1, KCNMA1, ADRA1A, SLC8A1, AQP1, LTF

	Chromatin binding
	BCL6, PPARG

	Generation of precursor metabolites and energy
	CYB5A, LEP, ADIPOQ

	Cellular recognition
	CD209

	Ion channel activity
	KCNMA1, MS4A2, AQP1

	Lysosome
	SLC11A1, CXCR2

	Golgi apparatus
	FGF7, CTLA4, CD36, GLUL, PTGS1, SULF2

	Cytoskeleton
	DLC1, TNC, ARHGAP1, HSPB1, STOM, DMD, S100A8, SGCG, DNM1

	Protein kinase activity
	FLT3, HSPB8, KIT, KDR

	Primary metabolic process
	MAOA, FLT3, C5AR1, PTAFR, HSD17B14, RRBP1, VLDLR, ADRA1A, AQP1, PTGS1, SULT1A1, FGF7, KDR, CYP1B1, FCER1A, CD36, GLUL, ELANE, MME, CMA1, SLC11A1, HGF, ADIPOQ, FOLH1, VNN1, SLC7A8, GNAQ, LEP, KIT, PDE5A, PPARG

	Vacuole
	SLC11A1, CXCR2

	Cytosol
	HGF, DLC1, HMOX1, HSD17B14, PDE5A, PPARG, GLUL, BCL2L1

	intracellular
	IL1RN, SERPINA1, HSPB8, TNC, ARHGAP1, STON1, HSPB1, VLDLR, AQP1, LGALS3, EDNRA, FGF7, CA3, CYP1B1, CD38, CTLA4, TIMP3, CD36, GLUL, SGCG, CAMP, ANXA2, VWF, MYOC, SLC11A1, HGF, ADIPOQ, TACR1, DNM1, RHOB, F8, FOLH1, SLC7A8, KIT, KCNMA1, MAL, PDE5A, PPARG, MS4A2, S100A8, RAPGEF3, LTF, MAOB, MAOA, GSTP1, PDGFA, HSD17B14, RRBP1, PTGS1, SULT1A1, CXCR2, HMOX1, STOM, DMD, ELANE, CYB5A, ANGPT2, CMA1, SULF2, TJP1, BCL6, CD209, GNAQ, DLC1, BCL2L1

	Protein complex
	ANXA2, HGF, TNC, STON1, HSPB1, DNM1, ITGAD, DLC1, KCNMA1, MAL, DMD, MS4A2, SGCG, RAPGEF3, PVRL1

	Organization of mitochondria
	BCL2L1

	Eyelash
	MYOC

	Carbohydrate metabolic process
	LEP, ADIPOQ, PTAFR

	Biosynthetic process
	FGF7, SLC11A1, PTAFR, FCER1A, PPARG, RRBP1, DMD, GLUL, AQP1, PTGS1

	Mitochondria
	LGALS3, CYB5A, MAOB, MAOA, DLC1, GLUL, BCL2L1

	Kinase activity
	FLT3, HSPB8, KIT, KDR

	Structural molecular activity
	MYOC, MAL, DMD

	Ribosome
	RRBP1

	Organelle of organization
	FGF7, BCL6, HGF, DLC1, SGCG, AQP1, BCL2L1

	Nucleotide binding
	ABCB1, MAOB, FLT3, GNAQ, KIT, KDR, PDE5A, GLUL, DNM1, RAPGEF3, RHOB

	Organelle
	SERPINA1, TNC, ARHGAP1, STON1, HSPB1, VLDLR, AQP1, LGALS3, EDNRA, FGF7, CYP1B1, CD38, CTLA4, CD36, GLUL, SGCG, CAMP, ANXA2, VWF, MYOC, SLC11A1, HGF, ADIPOQ, DNM1, RHOB, F8, KIT, KCNMA1, MAL, PPARG, MS4A2, S100A8, LTF, MAOB, MAOA, PDGFA, RRBP1, PTGS1, CXCR2, HMOX1, STOM, DMD, ELANE, CYB5A, ANGPT2, SULF2, TJP1, BCL6, DLC1, BCL2L1

	Protein modification process
	FLT3, HGF, GNAQ, C5AR1, KIT, KDR, FCER1A

	Microtubule organization center
	ARHGAP1

	Translation
	RRBP1

	Protein metabolic process
	FOLH1, MME, FLT3, CMA1, HGF, GNAQ, C5AR1, KIT, KDR, FCER1A, RRBP1, ELANE

	Transferase activity
	SULT1A1, FLT3, HSPB8, GSTP1, KIT, KDR

	Nucleoli
	HMOX1

	DNA metabolic process
	ADRA1A

	Transcription factor activity
	BCL6, PPARG

	Cell cycle
	HGF

	Transcription regulator activity
	BCL6, MAL, PPARG

	Nucleobase, nucleoside, nucleotide and nucleic acid metabolic process
	SLC11A1, PDE5A, ADRA1A, AQP1

	Cores
	ANGPT2, STON1, HSPB1, VLDLR, AQP1, RHOB, PTGS1, TJP1, LGALS3, EDNRA, BCL6, DLC1, MAL, HMOX1, CD38, PPARG, DMD, BCL2L1

	DNA binding
	BCL6, HGF, PPARG

	Nucleic acid binding
	BCL6, HGF, MAL, PPARG

	GENES UP REGULATED  (p<0.05 / FDR 0.25)

	RNA binding
	OAS1, OOEP

	Cytoplasm
	FUT7, OAS1, MX1, OOEP

	Protein modification process
	FUT7, OOEP

	Transferase Activity
	FUT7, OAS1

	Catalytic activity
	FUT7, OAS1, MX1

	Nucleotide binding
	OAS1, MX1

	Primary metabolic process
	FUT7, OAS1, OOEP

	Response to biotic stimulus
	MX1

	Protein metabolic process
	FUT7, OOEP

	Carbohydrate metabolic process
	FUT7

	Metabolic processes
	FUT7, OAS1, OOEP

	Fetal develop
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