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Supplementary Material S1
This table summarizes the additive genetic, permanent environmental, and residual variances for milk urea nitrogen (MUN) over days in milk (DIM). Estimates were obtained using a random regression test-day animal model. 
	Variance component
	Mean estimate*
	SD over DIM

	Additive genetic
	0.14
	≈0.09

	Permanent environmental
	0.28
	≈0.11

	Residual 
	5.17
	–


*Standard errors for the variance components ranged from 0.10 to 0.17 for the additive genetic variances, 0.09 to 0.17 for the permanent environmental variances, and 0.154 for the residual variance. 
