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Figure S1: Trends of temperature, salinity and chlorophyll a concentration at the sampling site.
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Figure S2: Time course (4-96h) of dark Dissolved Inorganic Carbon (dDIC) fixation in samples collected from the northern Adriatic Sea in October 2018, before the beginning of time-series measurements to determine the optimal incubation time. Datapoints are presented as the average ± SD of two data points. 
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Figure S3: Main taxonomic patterns of the Gulf of Trieste microbiome from October 2018 to April 2021 in surface and bottom (~15m) samples. 
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Figure S4: Temporal trends of the ratio between dark Dissolved Inorganic Carbon (dDIC) fixation and heterotrophic carbon production (HCP) in surface (~1m) and bottom (15m) samples.
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Figure S5: Relative abundance of selected genera putatively involved in autotrophic, heterotrophic or photoheterotrophic dDIC uptake. 
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- Amylibacter - Clade la - NS3a marine group - Roseibacillus - unassigned_NS7 marine group
- Ascidiaceihabitans - DS001 - NS4 marine group - Synechococcus CC9902 - unassigned_NS9 marine group
- Balneola - Erythrobacter - NS5 marine group - unassigned_AEGEAN-169 marine group - unassigned_Pirellulaceae
Genus - Blastopirellula - Fluviicola - OM43 clade l:‘ unassigned_Clade Il - unassigned_$25-593
- Candidatus Actinomarina - Formosa - OM60(NORS5) clade l:‘ unassigned_Cryomorphaceae - unassigned_SAR116 clade
- Candidatus Nitrosopumilus - Litoricola - Planktomarina - unassigned_Marinimicrobia (SAR406 clade) - unassigned_SARS6 clade
B

Candidatus Puniceispirillum - Litorimicrobium - Pseudohongiella - unassigned_NS11-12 marine group - unassigned_Thiotrichaceae
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