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Fig. S3. Mutation patterns at the UpAPT locus and phenotypes of selected EGFP-expressing strains. Inserted nucleotides are indicated in red. The gRNA target sequences are in bold, and the protospacer adjacent motif (PAM) sequences are underlined. Type 1: ss300#2, ss300#8, ss300#9, ss300#11, ss300#14, ss300#15, ss300#21, ss300#22, ss300#23, ss300#24, ss50#1, ds300#1; Type 2: ss50#2; and Type 3: ss300#3, ss300#4.

image1.png
WT:
AAGGAAGGCCAACGGGTACTGCTGCTCGATGACTTGATAGCTACGGGCTACGGGTGGCACCATGGGCGCAGGCATCAAGTTGATG
Type 1 (N=12):
AAGGRAGGCCAACGEGTACTGCTGCTCGATGACTTGATAGCCTACGGG
Type 2 (N=1):

BAAG=—mmmmmmmmmmmmmmmmm o (76 base delition) —————=m—m——mmmmmmmmmmm e IIGATG

Type 3 (N=2):

AAGGRAGGCCARACGCGTACTGCTGCTCGATGACTTGATAG (130 base insertion)CTACGGGTGGCACCATGGGCGCAGGCATCARAGTTGATG

CTACGGCTGGCACCATGEGCGCAGGCATCARGTTGATG




