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Figure S4. Molecular and phenotypic confirmation of the targeted EGFP insertion in the Ulva prolifera transformant (line ss300#8). 
a Genomic PCR analysis confirming the targeted insertion at the RbcS locus. The double and single arrowheads indicate the 2,000 bp and 1,000 bp size markers, respectively. Genomic PCR yielded an 861-bp band for the wild-type and a 1,710-bp band for the insertion mutant. b, c Differential interference contrast (DIC; b) and corresponding EGFP fluorescence images (c) of the ss300#8 line. Scale bar: 10 µm. d, e Sanger sequencing chromatograms across the 5' (d) and 3' (e) integration junctions, demonstrating the seamless in-frame insertion of the P2A and EGFP sequences into the RbcS locus without unintended indels.
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