Supplementary material 4: Results for smaller sample size.

Figure 1: Type I error rate with the ADAS-cog data for n=400, n=200, and n=100 individuals	2
Figure 2: Type I error rate with the Likert-pain score data for n=60 and n=120 individuals	3
Figure 3: Type I error rate with the seizure count data for n=50 and n=250 individuals	3
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Standard approach IMA approach
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Difference in type I error between the two approaches (n=400)
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Difference in type I error between the two approaches (n=200)
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Drug models
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Differences in type I error between the two approaches (n=60)
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Differences in type I error between the two approaches (n=120)
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Differences in type I error between the two approaches (n=50)



36 99.9 31 99.9



6.7 4.4 29.3 99.8



98.2 100 41.5 100



94.6 100 4 5.4



33.5 100 28.9 100



5.7 3.5 28.7 99.6



35.7 50.2 20.7 99.6



26.6 75.5 36 99.9



35.6 100 40.2 99.8



5.9 3.2 27.3 99.7



5.5 6.9 5.6 5.4



7 6.9 5.7 4.4



5 4.8 5.6 6.7



4 5.3 5.6 6.8



5.3 3.5 6.1 6.1



3.7 5.4 4.8 5



4 5 3.9 4.6



5.1 5.3 5.1 5.5



5.2 4.6 4.1 5.2



4 5.4 4.2 6.4



Standard approach IMA approach



off
se



t



off
se



t_i
iv_



dru
g



line
ar



line
ar_



iiv_
dru



g
off



se
t



off
se



t_i
iv_



dru
g



line
ar



line
ar_



iiv_
dru



g



weib
ull_



iiv_
ba



se
_p



maxweib
ull_



iiv_
ba



se



po
wer_



iiv_
ba



se
_s



lop
epo



wer_
iiv_



ba
se



ex
p_



iiv_
ba



se
_p



max
ex



p_
iiv_



ba
se



line
ar_



iiv_
ba



se
_s



lop
eline



ar_
iiv_



ba
se



off
se



t_i
iv_



ba
se



_o
ffs



etoff
se



t_i
iv_



ba
se



Drug models



Pl
ac



eb
o 



m
od



el
s



Differences in type I error between the two approaches (n=250)



Type I error
0−3.72



3.73−6.54



6.55−10



10−30



30−60



60−80



80−100











