Table EV2. Cysteine residues in KEAP1 found to be modified in GSTZ1 knockout cells by mass spectrometry.
	SA Modified Residue
	Peptide Amino Acid Position
	Peptide Sequence
	Score

	23
	16-39
	FLPLQSQCPEGAGDAVMYASTECK
	56

	319
	304-320
	IFEELTLHKPTQVMPCR
	97

	406
	381-413
	NNSPDGNTDSSALDCYNPMTNQWSPCAPMSVPR
	44

	513
	508-536
	SGAGVCVLHNCIYAAGGYDGQDQLNSVER
	87


Abbreviations: SA, succinylacetone.
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