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	Random peptide sequence
	GFP/RFP ratio
	Relative stability (shKLHDC2/Control)

	
	Control
	shKLHDC2
	

	CHGCVFRPSDGG
	0.92
	11.4
	12.39

	GGNTVCTSYPGG
	57.8
	144
	2.49

	HVYVCFSAFSGG
	0.55
	12.1
	22.00

	RSGDSSAWDFGG
	8.57
	144
	16.80

	HSVDGGNRDHGG
	31.8
	68.5
	2.15

	VANCSGDVKRGG
	12.9
	119
	9.22

	PSGFGGCGEMGG
	0.95
	102
	107.37

	LDAYEGVAPGGG
	3.4
	18.6
	5.47

	SVACRVGFAVGG
	1.08
	9.43
	8.73

	DVIVTGGGCHGG
	0.69
	43.3
	62.75

	DVDRVDEYDVGG
	43.7
	149
	3.41

	AGGCSYIISSGG
	1.02
	6.26
	6.14

	CPFGVVAGGAGG
	0.84
	50.9
	60.60

	RCSNAGSCWLGG
	1.68
	139
	82.74

	ARNDYGCTTVGG
	0.94
	29.4
	31.28

	HDVFGLNDGCGG
	1.73
	33.3
	19.25

	GARSGSLPSAGG
	1.87
	12.5
	6.68

	YDCSWGDWSYGG
	1.02
	111
	108.82

	GSWRATGSLFGG
	1
	89.4
	89.40

	FGDLCYTRLGGG
	1.43
	78.4
	54.83

	ICAHPFQYGRGG
	0.41
	5.4
	13.17

	FNHCCLYCSRGG
	0.71
	10.4
	14.65

	SGSIDNGVGIGG
	14.4
	70.3
	4.88

	AYGGDFNGFGGG
	13.3
	66.6
	5.01

	CYRWGMRWGLGG
	6.3
	21.2
	3.37

	ASVAHLCTGQGG
	1.48
	44.6
	30.14

	SVDRLSTWQHGG
	3.29
	52.5
	15.96

	GSVAGGINEGGG
	9.21
	94.9
	10.30

	VVACCVNVSSGG
	0.59
	15.1
	25.59

	VFWEISFDGLGG
	0.67
	31.9
	47.61

	GGSSYGCHGAGG
	2.15
	126
	58.60

	IGRGVCFYGWGG
	7.68
	41.9
	5.46






